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Abstract   Novel species of fungi described in the present study include the following from Australia: Vermiculariopsi­
ella eucalypti, Mulderomyces natalis (incl.	Mulderomyces	gen.	nov.),	Fusicladium paraamoenum, Neotrimmatostroma 
paraexcentricum, and Pseudophloeospora eucalyptorum on leaves of Eucalyptus spp.,	Anungitea grevilleae (on	
leaves of Grevillea sp.),	Pyrenochaeta acaciae (on	leaves	of	Acacia sp.),	and	Brunneocarpos banksiae (incl.	Brun­
neocarpos	gen.	nov.)	on	cones	of	Banksia attenuata.	Novel	foliicolous	taxa	from	South	Africa	include	Neosulcati­
spora strelitziae (on	Strelitzia nicolai),	Colletotrichum ledebouriae (on	Ledebouria floridunda),	Cylindrosympodioides 
brabejum (incl.	Cylindrosympodioides gen.	nov.)	on	Brabejum stellatifolium, Sclerostagonospora ericae (on	Erica 
sp.),	Setophoma cyperi (on	Cyperus sphaerocephala),	and	Phaeosphaeria breonadiae (on	Breonadia microcephala).	
Novelties	described	from	Robben	Island	(South	Africa)	include	Wojnowiciella cissampeli and Diaporthe cissampeli 
(both	on	Cissampelos capensis),	Phaeotheca salicorniae (on	Salicornia meyeriana),	Paracylindrocarpon aloicola 
(incl.	Paracylindrocarpon	gen.	nov.)	on	Aloe	sp.,	and	Libertasomyces myopori (incl.	Libertasomyces	gen.	nov.)	
on Myoporum serratum.	Several	novelties	are	recorded	from	La	Réunion	(France),	namely	Phaeosphaeri opsis 
agapanthi (on	Agapanthus sp.),	Roussoella solani (on	Solanum mauritianum),	Vermiculariopsiella acaciae (on	
Acacia heterophylla),	Dothiorella acacicola (on	Acacia mearnsii ),	Chalara clidemiae (on	Clidemia hirta),	Cytospora 
tibouchinae (on	Tibouchina semidecandra),	Diaporthe ocoteae (on	Ocotea obtusata),	Castanediella eucalypticola, 
Phaeophleospora eucalypticola and Fusicladium eucalypticola (on	Eucalyptus robusta),	Lareunionomyces syzygii 
(incl.	Lareunionomyces	gen.	nov.)	and	Parawiesneriomyces syzygii (incl.	Parawiesneriomyces	gen.	nov.)	on	leaves	
of Syzygium jambos. Novel taxa from the USA include Meristemomyces arctostaphylos (on	Arctostaphylos patula),	
Ochroconis dracaenae (on	Dracaena reflexa),	Rasamsonia columbiensis (air	of	a	hotel	conference	room),	Paecilo­
myces tabacinus (on	Nicotiana tabacum),	Toxicocladosporium hominis (from	human	broncoalveolar	lavage	fluid),	
Nothophoma macrospora (from	respiratory	secretion	of	a	patient	with	pneumonia),	and	Penidiellopsis radicularis 
(incl.	Penidiellopsis	gen.	nov.)	from	a	human	nail.	Novel	taxa	described	from	Malaysia	include	Prosopidicola albiz­
ziae (on	Albizzia falcataria),	Proxipyricularia asari (on	Asarum sp.),	Diaporthe passifloricola (on	Passiflora foetida),	
Paramycoleptodiscus albizziae (incl.	Paramycoleptodiscus	gen.	nov.)	on	Albizzia falcataria, and Malaysiasca phaii 
(incl.	Malaysiasca	gen.	nov.)	on	Phaius reflexipetalus. Two	species	are	newly	described	from	human	patients	in	
the	Czech	Republic,	namely	Microascus longicollis (from	toenails	of	patient	with	suspected	onychomycosis),	and	
Chrysosporium echinulatum	(from	sole	skin	of	patient).	Furthermore,	Alternaria quercicola is described on leaves of 
Quercus brantii (Iran),	Stemphylium beticola on leaves of Beta vulgaris	(The	Netherlands),	Scleroderma capever­
deanum on	soil	(Cape	Verde	Islands),	Scleroderma dunensis on soil, and Blastobotrys meliponae from bee honey 
(Brazil),	Ganoderma mbrekobenum on	angiosperms	(Ghana),	Geoglossum raitviirii and Entoloma krutiсianum on 
soil	(Russia),	Priceomyces vitoshaensis on Pterostichus melas (Carabidae)	(Bulgaria)	is	the	only	one	for	which	the	
family is listed, Ganoderma ecuadoriense on	decaying	wood	(Ecuador),	Thyrostroma cornicola on Cornus officinalis 
(Korea),	Cercophora vinosa on decorticated branch of Salix	sp.	(France),	Coprinus pinetorum, Coprinus littoralis and 
Xerocomellus poederi on	soil	(Spain).	Two	new	genera	from	Colombia	include Helminthosporiella and Uwemyces 
on leaves of Elaeis oleifera. Two	species	are	described	from	India,	namely	Russula intervenosa (ectomycorrhizal	
with Shorea robusta),	and	Crinipellis odorata (on	bark	of	Mytragyna parviflora).	Novelties	from	Thailand	include	
Cyphellophora gamsii (on	leaf	litter),	Pisolithus aureosericeus and Corynascus citrinus (on	soil).	Two	species	are	
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 J01355.1 Saccharomyces cerevisiae 
 EU019279.1 Phaeotheca triangularis
 Fungal Planet 423 - Phaeotheca salicorniae 
 KP057802.1 Wiesneriomyces laurinus
 EU981289.1 Phaeotheca fissurella
 GU214469.1 Polychaeton citri
 KJ425450.1 Wiesneriomyces conjunctosporus
 FJ790305.1 Toxicocladosporium rubrigenum
 GU214400.1 Capnodium coffeae
 JN832615.1 Capnodium coartatum
 KR611900.1 Dothiorella ulmicola
 DQ377914.1 Neofusicoccum andinum
 Fungal Planet 435 - Parawiesneriomyces syzygii
 KM052851.1 Pseudogliophragma indicum
 Fungal Planet 451 - Toxicocladosporium hominis
 JQ239416.1 Dothiorella brevicollis
 KF766328.1 Dothiorella longicollis
 JQ239418.1 Dothiorella pretoriensis
 Fungal Planet 417 - Dothiorella acacicola
 KF766391.1 Spencermartinsia rosulata
 DQ377871.1 Spencermartinsia viticola
 KF766320.1 Neofusicoccum vitifusiforme
 KT189496.1 Neofusicoccum parvum
 KJ869221.1 Acervuloseptoria ziziphicola
 Fungal Planet 415 - Phaeophleospora eucalypticola
 KR476772.1 Phaeophleospora hymenocallidicola
 AY490776.2 Ramularia endophylla
 GU214429.1 Hortaea thailandica
 EU040243.2 Toxicocladosporium irritans
 JX069858.1 Toxicocladosporium strelitziae
 HQ599599.1 Toxicocladosporium banksiae
 JX556253.1 Neofusicoccum australe
 KF766369.1 Neofusicoccum luteum
 GQ852679.1 Sonderhenia eucalypticola
 Fungal Planet 468 - Uwemyces elaeidis
 KJ869188.1 Phaeophleospora parsoniae
 KP894124.1 Ramularia nyssicola
 Fungal Planet 412 - Meristemomyces arctostaphylos
 GU250401.1 Meristemomyces frigidus
 FJ493221.1 Teratosphaeria alboconidia
 EU019296.1 Teratosphaeria zuluensis
 GU323213.1 Teratosphaeria fibrillosa
 FJ493207.1 Phaeophleospora eugeniae
 FJ493209.2 Phaeophleospora eugeniicola
 GU214691.1 Ramularia grevilleana
 Fungal Planet 410 - Ramularia citricola
 KF251725.1 Ramularia lamii
 GQ852628.1 Phaeothecoidea intermedia
 JF499862.1 Penidiella aggregata 
 KC005792.1 Penidiella drakensbergensis 
 Fungal Planet 460 - Penidiellopsis radicularis
 KF442565.1 Phaeothecoidea minutispora
 Fungal Planet 432 - Neotrimmatostroma paraexcentricum


















































 EU940104.1 Acrospermum adeanum
 KX228353.1 Cylindrosympodium variabile
 EU0354141 Cylindrosympodium lauri
 AB807566.1 Periconia igniaria
 KP004477.1 Arxiella dolichandrae
 Fungal Planet 406 - Cylindrosympodioides brabejum
 Fungal Planet 426 - Paramycoleptodiscus albizziae
 JN711859.1 Mycoleptodiscus terrestris
 EU035463.1 Venturia maculiformis
 EU035424.1 Fusicladium africanum
 Fungal Planet 425 - Fusicladium eucalypticola
 HQ599601.1 Fusicladium eucalypti
 EU552104.1 Pseudocamarosporium brabeji
 EU035446.1 Protoventuria alpina
 EU035461.1 Venturia lonicerae
 JQ036233.1 Protoventuria major
 KF251654.1 Corynespora leucadendri
 FJ795449.1 Massarina eburnea
 EU035432.1 Fusicladium intermedium
 EU035425.1 Fusicladium amoenum
 Fungal Planet 429 - Fusicladium paraamoenum
 KF282652.1 Ochroconis constricta
 Fungal Planet 407 - Dendryphiella paravinosa
 KP004478.1 Corynespora endiandrae
 Fungal Planet 459 - Helminthosporiella stilbacea
 AB807522.1 Helminthosporium magnisporum
 AB807521.1 Helminthosporium dalbergiae
 AB807539.1 Massarina cisti
 AB564618.1 Ochroconis humicola
 Fungal Planet 409 - Roussoella solani
 KJ474846.1 Roussoella thailandica
 KJ474843.1 Roussoella nitidula
 KJ869196.1 Dendryphiella eucalyptorum
 EU848590.1 Dendryphiella vinosa 
 JQ044448.1 Corynespora olivacea
 KT272083.1 Ochroconis musae
 Fungal Planet 430 - Ochroconis dracaenae
 KJ474841.1 Roussoella neopustulans
 KF443382.1 Roussoella intermedia
 AB807530.1 Helminthosporium velutinum
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 GQ387598.1 Coniothyrium glycines
 KF251712.1 Coniothyrium carteri
 KT950867.1 Neosulcatispora agaves
 EU167561.1 Pleiochaeta ghindensis
 EU167563.1 Pleiochaeta setosa
 EU754218.1 Stagonospora neglecta var. colorata
 KF366382.1 Scolicosporium minkeviciusii
 KF251667.1 Neostagonospora caricis
 Fungal Planet 403 - Neosulcatispora strelitziae
 GU253716.1 Phaeomycocentrospora cantuariensis
 Fungal Planet 400 - Thyrostroma cornicola
 KX228302.1 Thyrostroma compactum
 KX228301.1 Thyrostroma compactum
 KT383798.1 Didymocyrtis aff. consimilis
 Fungal Planet 416 - Sclerostagonospora ericae
 DQ286772.1 Sclerostagonospora opuntiae
 KP271444.1 Phaeosphaeria pleurospora
 Fungal Planet 440 - Phaeosphaeria breonadiae
 KR873278.1 Septoriella hirta
 GQ387591.1 Phaeosphaeria oryzae
 KP004480.1 Phaeosphaeria podocarpi
 KM434276.1 Phaeosphaeria thysanolaenicola
 KP744502.1 Phaeosphaeria musae
 KM434278.1 Phaeosphaeria musae
 GU238152.1 Ascochyta versabilis
 KM434282.1 Ophiosphaerella agrostidis
 Fungal Planet 433 - Setophoma cyperi
 Fungal Planet 420 - Wojnowiciella cissampeli
 KP684151.1 Wojnowicia lonicerae
 EU754133.1 Ascochyta fabae
 GU238037.1 Didymella aliena
 KP330444.1 Ascochyta pisi
 GU238116.1 Didymella negriana
 GU237993.1 Didymella anserina
 GU238139.1 Didymella rhei
 GU237999.1 Didymella aurea
 KT383800.1 Didymocyrtis melanelixiae 
 KF251682.1 Parastagonospora poae
 JX681115.1 Parastagonospora nodorum
 KP690985.1 Ophiosphaerella korrae
 KF251751.1 Setophoma terrestris
 KP684149.1 Wojnowicia dactylidis
 KR476774.1 Wojnowiciella eucalypti
 GU238079.1 Nothophoma gossypiicola
 Fungal Planet 456 - Nothophoma macrospora
 GU238039.1 Nothophoma anigozanthi
 GU238086.1 Xenodidymella humicola
 KT389766.1 Xenodidymella asphodeli
 KJ522480.1 Phaeosphaeriopsis triseptata
 KP690992.1 Ophiosphaerella herpotricha
 KC848510.1 Ophiosphaerella narmari
 KF251748.1 Setophoma sacchari
 KJ869198.1 Setophoma vernoniae
 GU238089.1 Nothophoma infossa
 GU238043.1 Nothophoma arachidis-hypogaeae
 Fungal Planet 408 - Phaeosphaeriopsis agapanthi
 JX681119.1 Phaeosphaeriopsis obtusispora












 GQ387620.1 Phialophorophoma litoralis
 EU754206.1 Pyrenochaeta nobilis
 KP120927.1 Camarosporium arezzoensis
 KP744478.1 Camarosporium aureum
 KR476754.1 Neoplatysporoides aloicola
 KF251653.1 Coniothyrium sidae
 DQ377883.1 Camarosporium quaternatum
 Fungal Planet 428 - Libertasomyces myopori
 KJ869209.1 Pyrenochaeta pinicola
 AY849955.1 Pleospora halophila
 KC584345.1 Pleospora tarda
 Fungal Planet 442 - Stemphylium beticola
 KJ790251.1 Pleospora herbarum
 KP124545.1 Alternaria alternata
 Fungal Planet 413 - Pyrenochaeta acaciae
 JQ044453.1 Pyrenochaeta protearum
 KC584319.1 Alternaria slovaca
 KC584266.1 Alternaria conjuncta
 Fungal Planet 441 - Alternaria quercicola
































 J01355.1 Saccharomyces cerevisiae 
 Fungal Planet 419 - Mulderomyces natalis
 HQ639664.1 Reimnitzia santensis
 KP004481.1 Phacidiella podocarpi
 AY300864.1 Stictis radiata 
 JN086685.1 Calycellina populina 
 JN086682.1 Urceolella crispula 
 FJ176252.1 Chalara fungorum
 FJ176253.1 Chalara parvispora
 FJ176254.1 Chalara crassipes
 FJ176249.1 Chalara africana
 Fungal Planet 418 - Chalara clidemiae
 GU727553.1 Cistella spicicola
 KP234354.1 Fontanospora eccentrica
 KP234355.1 Fontanospora fusiramosa
 Fungal Planet 434 - Lareunionomyces syzygii
 HQ609476.1 Exochalara longissima
 AY533015.1 Geoglossum glabrum
 JQ256437.1 Geoglossum simile
 KC222137.1 Geoglossum difforme
 Fungal Planet 450 - Geoglossum raitviirii
 JQ256438.1 Geoglossum umbratile
 AY795996.1 Chaenothecopsis golubkovae 
 Fungal Planet 466 - Brunneocarpos banksiae
 AY796002.1 Mycocalicium sequoiae
 KF157987.1 Chaenothecopsis montana 
 AY853379.1 Mycocalicium subtile
 Fungal Planet 405 - Cyphellophora gamsii
 JQ766471.1 Cyphellophora laciniata
 KC455259.1 Cyphellophora europaea
 KC455263.1 Cyphellophora reptans
 AB040693.1 Aphanoascus mephitalis
 AB075345.1 Aphanoascus durus 
 Fungal Planet 446 - Chrysosporium echinulatum
 AB075347.1 Aphanoascus saturnoideus 
 AB232893.1 Coccidioides immitis
 AB232901.1 Coccidioides posadasii
 Fungal Planet 443 - Rasamsonia columbiensis
 AF033386.1 Rasamsonia cylindrospora
 KC150021.1 Rasamsonia argillacea
 AF033387.1 Rasamsonia emersonii
 DQ010015.1 Rasamsonia emersonii 
 Fungal Planet 445 - Paecilomyces tabacinus 
 FJ358279.1 Byssochlamys nivea
 JF922032.1 Byssochlamys spectabilis
















































































































to Saccharomyces cerevisiae (GenBank	J01355.1)	and	the	novel	species	


















 AF362565.1 Diaporthe eres
 DQ421997.1 Russula emetica
 Fungal Planet 463 - Russula intervenosa
 EU019938.1 Russula rostraticystidia
 JF834489.1 Russula brunneola 
 EU718149.1 Scleroderma areolatum
 DQ644138.1 Scleroderma bovista
 AF336271.1 Scleroderma verrucosum 
 KU759903.1 Scleroderma nitidum
 Fungal Planet 448 - Scleroderma dunensis
 AF261533.1 Scleroderma columnare
 Fungal Planet 447 - Scleroderma capeverdeanum
 Fungal Planet 458 - Xerocomellus poederi 
 KF030276.1 Xerocomellus chrysenteron
 KF030275.1 Xerocomellus zelleri
 JQ924322.1 Xerocomellus cisalpinus
 AY207179.1 Coprinus comatus 
 Fungal Planet 453 - Coprinus littoralis
 Fungal Planet 454 - Coprinus pinetorum
 KU686908.1 Coprinus spadiceisporus 
 AY691891.1 Entoloma sinuatum
 Fungal Planet 457 - Entoloma kruticianum
 GQ289204.1 Entoloma vezzenaense
 GQ289150.1 Entoloma abortivum
 KC710133.1 Entoloma conferendum
 AB368068.1 Ganoderma lucidum
 KU220025.1 Ganoderma williamsianum
 Fungal Planet 461 - Ganoderma ecuadoriense
 KU220017.1 Ganoderma hoehnelianum
 KF495009.1 Ganoderma applanatum
 JX310803.1 Ganoderma tornatum
 AY333807.1 Ganoderma australe
 Fungal Planet 449 - Ganoderma mbrekobenum
 AY442294.1 Blastobotrys attinorum 
 DQ442684.1 Blastobotrys proliferans 
 Fungal Planet 462 -  Blastobotrys meliponae
 Fungal Planet 455 - Priceomyces fermenticarens
 U45740.1 Priceomyces melissophilus
 Fungal Planet 455 - Priceomyces northwykensis
 Fungal Planet 455 - Priceomyces vitoshaensis
 U45770.1 Priceomyces haplophilus
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 J01355.1 Saccharomyces cerevisiae 
 FJ666364.1 Corynascus sepedonium
 LK932704.1 Corynascus verrucosus
 AY587936.1 Cercophora areolata
 JN673036.1 Cercophora aquatica
 AY436414.1 Lasiosphaeria rugulosa
 AY436410.1 Lasiosphaeria glabrata
 AF064643.1 Lasiosphaeria ovina
 AY436415.1 Lasiosphaeria sorbina
 KX171943.1 Cercophora solaris
 Fungal Planet 467 - Cercophora vinosa
 LK932706 Corynascus fumimontanus
 LK932708 Corynascus sexualis
 Fungal Planet 465 - Corynascus citrinus
 JX280738 Chaetomium umbonatum
 JX280700 Chaetomium globosum
 Fungal Planet 437 - Proxipyricularia asari
 KT950865.1 Pseudopyricularia hagahagae
 KM484993.1 Pseudopyricularia kyllingae
 KM484990.1 Pseudopyricularia cyperi
 KM484995.1 Pyricularia grisea
 KM485042.1 Xenopyricularia zizaniicola
 KM485028.1 Pyricularia oryzae
 KM485032.1 Pyricularia pennisetigena
 KM009151.1 Neopyricularia commelinicola
 KM484986.1 Proxipyricularia zingiberis
 HQ599593.1 Pseudophloeospora eucalypti
 Fungal Planet 436 - Pseudophloeospora eucalyptorum
 DQ923534.1 Phlogicylindrium eucalypti
 EU040223.1 Phlogicylindrium eucalyptorum
 KJ869176.1 Anungitea eucalyptorum
 Fungal Planet 402 - Anungitea grevilleae
 EU035441.1 Polyscytalum fecundissimum
 Fungal Planet 414 - Castanediella eucalypticola
 KR476758.1 Castanediella eucalypti
 KR476763.1 Castanediella acaciae
 KP858988.1 Castanediella cagnizarii
 KP858987.1 Castanediella couratarii
 JF440974.1 Collodiscula japonica 
 AY544648.1 Xylaria hypoxylon 






















































 AF362565.1 Diaporthe eres
 KF777209.1 Diaporthe diospyricola
 Fungal Planet 421 - Diaporthe cissampeli
 JX069848.1 Diaporthe canthii
 KT207683.1 Diaporthe arecae
 Fungal Planet 439 - Diaporthe ocoteae
 Fungal Planet 438 - Diaporthe passifloricola
 AF408357.1 Diaporthe pustulata
 AF408369.1 Melanconiella chrysostroma
 JQ926301.1 Melanconiella spodiaea
 JQ862750.1 Cryphonectria decipiens
 JN940857.1 Cryphonectria parasitica
 JQ926271.1 Melanconiella ellisii
 EU552121.1 Cytospora pruinosa
 DQ923537.1 Cytospora diatrypelloidea
 EU552120.1 Cytospora eucalypticola
 KT459412.1 Cytospora tanaitica
 Fungal Planet 431 - Cytospora tibouchinae
 Fungal Planet 422 - Prosopidicola albizziae
 KX228354.1 Prosopidicola mexicana
 Fungal Planet 401 - Vermiculariopsiella eucalypti
 Fungal Planet 411 - Vermiculariopsiella acaciae
 KJ869186.1 Vermiculariopsiella dichapetali
 EF063575.1 Dictyochaeta cylindrospora 
 DQ286222.1 Colletotrichum agaves
 Fungal Planet 404 - Colletotrichum ledebouriae
 KR476780.1 Colletotrichum neosansevieriae
 KF777203.1 Colletotrichum euphorbiae
 JN940411.1 Colletotrichum brevisporum
 HM237323.1 Australiasca queenslandica
 HQ609480.1 Monilochaetes dimorphospora
 GU180639.1 Monilochaetes infuscans
 GU180640.1 Monilochaetes guadalcanalensis
 Fungal Planet 427 - Malaysiasca phaii
 AF373281.1 Nalanthamala squamicola 
 Fungal Planet 424 - Paracylindrocarpon aloicola
 GU075862.1 Hydropisphaera erubescens
 GQ506013.1 Verrucostoma freycinetiae
 GQ505994.1 Lasionectria mantuana
 AY489730.1 Hydropisphaera peziza
 HQ231988.1 Acremonium alternatum
 LN850830.1 Microascus senegalensis
 LN850832.1 Microascus trigonosporus
 LN850815.1 Microascus cinereus
 LN850812.1 Microascus cirrosus
 LN850817.1 Microascus gracilis




















































323Fungal Planet description sheets
© 2016   Naturalis Biodiversity Center & Centraalbureau voor Schimmelcultures
Fungal	Planet	400	–	4	July	2016
Thyrostroma cornicola Crous	&	H.D.	Shin,	sp. nov.
 Etymology.	Name	refers	to	Cornus, the plant genus from which this fungus 
was	collected.





10–50	×	7–10	µm.	Conidiogenous cells brown, subcylindrical, 
finely	roughened,	7–20	×	7–10	µm,	proliferating	percurrently	
at	apex.	Conidia clavate, ellipsoid to fusoid, medium brown, 
with	(1–)3	transverse	septa,	and	0–3	oblique	or	longitudinal	
septa,	 apex	 broadly	 obtuse,	 base	 truncate,	 5–6	 µm	diam,	
(25–)30–36(–40)	×	(12–)14–17(–26)	µm.	
	 Culture	characteristics	—	Colonies	covering	dish	after	2	wk	





P.W. Crous & H.D. Shin	(holotype	CBS	H-22589,	culture	ex-type	CPC	25427	=	
CBS	141280;	ITS	sequence	GenBank	KX228248.1,	LSU	sequence	GenBank	
KX228300.1,	tef1	sequence	GenBank	KX228372.1,	MycoBank	MB816999).
	 Notes	—	The	genus	Thyrostroma is based on the description 
of T. compactum	(CBS	700.70,	ITS,	LSU	sequences	GenBank	
KX228250.1,	KX228302.1),	the	ITS	of	which	is	99	%	(539/542)	
similar	 to	 the	present	 collection.	However,	T. compactum is 
associated	with	Thyrostroma	canker	of	Ulmus	spp.	in	Europe	
and	the	USA	(Ellis	1971),	while	the	present	collection	is	associ-
ated with leaf spots on Cornus officinalis	in	Korea.	Conidia	of	
T. compactum	are	28–64	×	18–25	µm,	with	2–4	transverse,	
and	1	to	several,	longitudinal	to	oblique	septa	(Ellis	1971),	thus	
with conidia appearing somewhat larger than those observed 
in	the	present	collection.
Although Thyrostroma was linked to Dothidotthia by Phillips 
et	al.	(2008),	this	treatment	shows	that	the	type	of	the	genus	
clusters in the Pleosporales, suggesting that the asexual morph 
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Fungal	Planet	401	–	4	July	2016
Vermiculariopsiella eucalypti Crous,	Jacq.	Edwards	&	P.W.J.	Taylor,	sp. nov.
 Etymology.	Name	refers	to	Eucalyptus, the plant genus from which this 
fungus	was	collected.
	 Classification	—	Chaetosphaeriaceae, Chaetosphaeriales, 
Sordariomycetes.
Colonies sporulating	 profusely	 throughout	 on	SNA.	Setae 
erect,	brown,	cylindrical,	straight	to	flexuous,	120–220	×	4–5	
µm,	thick-walled,	finely	roughened,	8–15-septate,	tapering	to- 
wards apex, developing a head of lateral coiled to whip-like 
branches	(constricted	at	base	where	attached	to	setae),	that	
are brown, septate, tapering, containing coiled, septate lateral 
branches that could again contain coiled, lateral, branched, 
mostly	aseptate	branches.	Conidiophores arranged in a whorl 
around base of setae, pale brown, smooth, subcylindrical, 
branched	or	not,	0–6-septate,	containing	conidiogenous	cells	
that are arranged laterally along its length or at times reduced 
to	conidiogenous	cells,	20–50	×	3–5	µm.	Conidiogenous cells 
solitary, monophialidic, discrete, ampulliform to subulate, pale 
brown,	15–25	×	3–5	µm,	apex	1–1.5	µm	diam,	with	minute	
collarette	(1–2	µm	long),	at	times	with	percurrent	proliferation	
at	apex.	Conidia asymmetrical, fusoid to subfusoid or oblong, 









Crous, J. Edwards & P.W.J. Taylor	(holotype	CBS	H-22590,	culture	ex-type	
CPC	25525	=	CBS	141281;	 ITS	 sequence	GenBank	KX228251.1,	 LSU	
sequence	GenBank	KX228303.1,	MycoBank	MB817000).
	 Notes	—	The	setose	conidiomata	with	brown,	branched	setae	 
and basally arranged phialides with periclinal thickening are 
typical characteristics of the genus Vermiculariopsiella.	On	ITS	 
V. eucalypti is	95	%	(487/511)	similar	 to	V. pediculata	 (FMR	
12187;	GenBank	HF678527.1),	followed	by	V. dichapetali	(Crous	
et	 al.	 2014a;	CPC	22463;	GenBank	KJ869129.1;	 488/555	




similar to Dictyochaeta cylindrospora	(GenBank	EF063575.1;	
Chaetosphaeriaceae, Chaetosphaeriales),	96	%	(777/813)	to	
Vermiculariopsiella dichapetali	(GenBank	KJ869186.1;	incertae 
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Fungal	Planet	402	–	4	July	2016
Anungitea grevilleae Crous	&	Jacq.	Edwards,	sp. nov. 
 Etymology.	Name	refers	 to	Grevillea, the plant genus from which this 
fungus	was	collected.
	 Classification	—	Incertae sedis, Xylariales, Sordariomycetes.
Mycelium	of	pale	brown,	smooth,	septate,	branched,	1.5–2.5	
µm	hyphae.	Setae intermingled among conidiophores, flexuous, 
subcylindrical with taper to acutely rounded apices, multisep-
tate,	brown,	smooth,	base	bulbous,	4–5	µm	diam,	up	to	500	µm	 
tall,	2.5–3.5	µm	wide.	Conidiophores erect, flexuous, dark brown, 
thick-walled,	1–4-septate,	15–70	×	2.5–3.5	µm,	with	several	
sympodial,	flat-tipped	apical	loci,	1–1.5	µm	diam,	not	thickened.	
Ramoconidia giving rise to branched chains of cylindrical co-
nidia,	hyaline	to	pale	brown,	smooth,	subcylindrical,	0–1-sep-
tate,	15–20	×	2–3	µm,	with	1–3	flat-tipped	apical	scars,	1.5–2	
µm	diam.	Conidia hyaline, rarely pale olivaceous, cylindrical, 










Crous & J. Edwards	(holotype	CBS	H-22591,	culture	ex-type	CPC	25576	=	
CBS	141282;	ITS	sequence	GenBank	KX228252.1,	LSU	sequence	GenBank	
KX228304.1,	MycoBank	MB817001).
	 Notes	—	On	 ITS	Anungitea grevilleae	 is	 98	%	 (553/566)	
similar to A. eucalyptorum	(CPC	17207	=	CBS	137967;	Gen-
Bank	KJ869118.1).	Morphologically,	the	two	species	are	dis-
tinct in that A. eucalyptorum	has	shorter	ramoconidia	(12–17	
×	2–3	μm),	and	somewhat	 larger	conidia	((10–)13–16(–22)	
×	(2–)2.5–3	µm).	The	most	obvious	difference	lies	in	the	di-
morphic conidiophores observed in A. eucalyptorum, where 
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Fungal	Planet	403	–	4	July	2016
Neosulcatispora strelitziae Crous	&	M.J.	Wingf.,	sp. nov.
 Etymology.	Name	refers	 to	Strelitzia, the plant genus from which this 
fungus	was	collected.
	 Classification	—	Phaeosphaeriaceae, Pleosporales, Dothi­
deomycetes.





reduced to conidiogenous cells, or with a supporting cell, lining 
the	inner	cavity,	hyaline,	smooth,	ampulliform,	4–6	×	3–4	µm,	
phialidic, with periclinal thickening or tightly aggregated per-
current	proliferations.	Conidia solitary, golden-brown, smooth, 
ellipsoid,	0–1-septate,	(4–)5–7(–8)	×	(2.5–)3	µm.	
	 Culture	characteristics	—	Colonies	flat,	spreading,	with	mod-




 Typus. south africa,	Eastern	Cape	Province,	Haga	Haga,	on	leaves	of	














recently described from leaves of Agave vera­cruz growing in 
La	Réunion	(Crous	et	al.	2015b).	Morphologically,	N. strelitziae 
differs from N. agaves in that its conidiophores are reduced to 
conidiogenous cells, and its conidia are smooth, whereas they 
are	larger	((7–)9–11(–12)	×	(3.5–)4(–4.5)	μm),	and	prominently	
striate in N. agaves	(Crous	et	al.	2015b).
330 Persoonia	–	Volume	36,	2016
Colletotrichum ledebouriae
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Fungal	Planet	404	–	4	July	2016
Colletotrichum ledebouriae Crous	&	M.J.	Wingf.,	sp. nov.
 Etymology.	Name	refers	to	Ledebouria, the plant genus from which this 
fungus	was	collected.
	 Classification	—	Glomerellaceae, Glomerellales, Sordario­
mycetes.
Leaf spots circular, amphigenous, pale brown with raised dark 
brown	border,	10–20	mm	diam.	Conidiomata	(on	pine	needle	
agar;	PNA)	acervular,	to	350	µm	diam,	conidiophores	and	setae	
on	a	cushion	of	pale	brown	stroma.	Setae dark brown, smooth-
walled,	2–4-septate,	80–120	×	5–7	µm,	tapering	to	subacute	
apex.	Conidiophores hyaline to pale brown, smooth-walled, 
septate,	branched,	to	50	µm	tall,	4–5	µm	wide.	Conidiogenous 
cells	hyaline	to	pale	brown,	smooth-walled,	15–23	×	3.5–4.5	
µm.	Conidia hyaline, smooth-walled, guttulate, aseptate, 






 Typus. south africa,	Eastern	Cape	Province,	Haga	Haga,	on	leaves	of	
Ledebouria floridunda (Hyacinthaceae),	Dec.	2014,	M.J. Wingfield	(holotype	
CBS	H-22593,	culture	ex-type	CPC	25671 =	CBS	141284;	ITS	sequence	
GenBank	KX228254.1,	 LSU	 sequence	GenBank	KX228306.1,	actA se-
quence	GenBank	KX228357.1,	his3	sequence	GenBank	KX228365.1,	Myco- 
Bank	MB817003).
	 Notes	—	Ledebouria is a genus of deciduous or weakly 
evergreen bulb plants that occur in Sub-Saharan Africa, but 
almost nothing is known regarding fungal diseases of these 
plants	(Crous	et	al.	2000).	As	far	as	we	could	establish,	this	is	
the	first	record	of	anthracnose	disease	on	Ledebouria.	On	ITS	
C. ledebouriae	 is	98	%	(563/572)	similar	 to	C. sansevieriae 
(MAFF239721;	GenBank	KC790947.1).	The	most	similar	se-





µm;	Nakamura	et	al.	2006)	than	those	of	C. ledebouriae, but 
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Fungal	Planet	405	–	4	July	2016
Cyphellophora gamsii Crous, sp. nov.
 Etymology.	Named	 for	Walter	Gams,	who	 collected	and	 isolated	 this	
fungus.
	 Classification	—	Cyphellophoraceae, Chaetothyriales, Eu­
rotiomycetes.
Mycelium consisting of smooth, pale brown, branched, septate, 
1.5–2	µm	diam	hyphae.	Conidiophores reduced to conidio g-
enous	cells	on	hyphae,	erect,	straight,	cylindrical,	2–6	×	1.5–2	 
µm;	apex	with	flared	collarette,	1–2	µm	long.	Conidia solitary, 
granular, hyaline, smooth, curved, falcate to flexuous, taper-
ing from middle to subacutely rounded apex with mucoid cap, 












	 Notes	—	The	genus	Cyphellophora includes species that are 
associated with plant litter, as well as human and animal skin 




and	95	%	 (582/615)	 to	C. laciniata	 (CBS	190.61;	GenBank	
EU035416.1).	No	highly	similar	tub2	sequences	were	found.	
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	 Classification	—	Incertae sedis, Venturiales, Dothideomy­
cetes.
Mycelium consisting of smooth, pale brown, branched, septate, 
hyphae.	Conidiophores erect, medium brown, cylindrical, sep-
tate.	Conidiogenous cells terminal, subcylindrical, pale brown, 
proliferating sympodially, scars unthickened, slightly dark-
ened,	flat.	Conidia solitary, hyaline, acicular, straight to slightly 
curved, guttulate, multiseptate, apex subobtusely rounded, 
base	prominently	truncate,	unthickened	but	slightly	darkened.	
Fusicladium-like synasexual morph developing on SNA, inter-
mixed on hyphae with Cylindrosympodioides	morph.	Conidio­ 
phores reduced to conidiogenous cells, brown, ampulliform 
to fusoid-ellipsoid, proliferating sympodially, scars somewhat 
darkened.	Conidia solitary, brown, verruculose, guttulate, thick-
walled, fusoid-ellipsoid, septate, widest at median septum, apex 
subobtusely	rounded,	base	truncate.
 Type species.	Cylindrosympodioides brabejum Crous	&	M.J.	Wingf.
	 MycoBank	MB817076.
 Colour illustrations.	Symptomatic	leaves	of	Brabejum stellatifolium;	co-
nidiogenous cells with Fusicladium conidia, colony on SNA, conidiophores 





 Etymology.	Name	refers	to	Brabejum, the plant genus from which this 
fungus	was	collected.
Mycelium consisting of smooth, pale brown, branched, septate, 
1.5–2	µm	diam	hyphae.	Conidiophores erect, medium brown, 
cylindrical,	0–2-septate,	10–25	×	2.5–3.5	µm.	Conidiogenous 
cells	 terminal,	subcylindrical,	pale	brown,	7–15	×	2.5–3	µm,	
proliferating sympodially, scars unthickened, slightly darkened, 
flat,	1.5–2	µm	diam.	Conidia solitary, hyaline, acicular, straight 
to slightly curved, guttulate, multiseptate, apex subobtusely 
rounded,	base	prominently	truncate,	2	µm	diam,	unthickened	
but	slightly	darkened,	(55–)100–110(–120)	×	(1.5–)2(–2.5)	µm.	
Fusicladium-like synasexual morph developing on SNA, inter-
mixed on hyphae with Cylindrosympodioides	morph.	Conidio­
phores reduced to conidiogenous cells, brown, ampulliform to 
fusoid-ellipsoid,	5–7	×	3–4	µm,	proliferating	sympodially,	scars	
somewhat	darkened,	0.5	µm	diam.	Conidia solitary, brown, ver-
ruculose,	guttulate,	thick-walled,	fusoid-ellipsoid,	1(–3)-septate,	







 Typus. south africa,	Western	Cape	Province,	Franschhoek,	on	leaves	




	 Notes	—	The	genus	Cylindrosympodium	(based	on	C. varia­ 
bile)	is	characterised	by	its	solitary,	septate,	cylindrical	to	sub-
acicular, hyaline conidia with truncate bases, somewhat dark- 
ened hila, and brown conidiogenous structures with sympodial 
proliferation	(Crous	et	al.	2007d).	Cylindrosympodioides, which 
shares a similar morphology with species of Cylindrosym­
podium, is distinct in that it has acicular conidia with slightly 
thickened hila, and a fusicladium-like synasexual morph, which 
has	conidiophores	that	are	reduced	to	conidiogenous	cells.	Cy­
lindrosympodioides is phylogenetically also closer to Venturia, 
whereas Cylindrosympodium forms a distinct sister lineage 
basal in the Venturiaceae.
Cylindrosympodioides brabejum Crous	&	M.J.	Wingf.,	sp. nov.
336 Persoonia	–	Volume	36,	2016
Dendryphiella paravinosa 
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Fungal	Planet	407	–	4	July	2016
Dendryphiella paravinosa Crous & Guarnaccia, sp. nov.







	 Classification	—	Dictyosporiaceae, Pleosporales, Dothideo­
mycetes.
Mycelium consisting of hyaline to pale brown, smooth to ver-
ruculose	2–3	µm	diam	hyphae.	Conidiophores solitary, erect, 
dark brown, subcylindrical, verruculose, branched above and 
below,	to	150	µm	long,	10–20	×	6–7	µm,	5–7-septate.	Conidio g­ 
enous cells integrated, terminal and intercalary, clavate, with 
several	loci	arranged	at	the	apex,	2–3	µm	diam;	loci	thickened,	
darkened,	refractive,	2–3	µm	diam,	with	central	pore.	Conidia 









 Typus. italy,	Sicily,	Scordia	(CT),	on	leaves	of	Citrus sinensis	(Rutaceae),	
Mar.	 2015,	V. Guarnaccia	 (holotype	CBS	H-22595,	 culture	 ex-type	CPC	
26176	=	CBS	141286;	ITS	sequence	GenBank	KX228257.1,	LSU	sequence	
GenBank	KX228309.1,	MycoBank	MB817009);	Sicily,	Scordia	(CT),	on	leaves	 
of Citrus limon,	Mar.	2015,	V. Guarnaccia,	CPC	26182	(ITS	sequence	Gen-
Bank	KX228258.1).
	 Notes	—	The	 genus	Dendryphiella is characterised by 
branched to unbranched conidiophores, with polytretic co-
nidiogenous cells, darkened, thickened scars, and brown, 
septate,	 catenulate	conidia	 (Crous	et	al.	2014a).	Conidia	of	
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Fungal	Planet	408	–	4	July	2016
Phaeosphaeriopsis agapanthi Crous	&	M.J.	Wingf.,	sp. nov.
 Etymology.	Name	refers	to	Agapanthus, the host plant from which this 
fungus	was	collected.




Conidiophores reduced to conidiogenous cells lining the inner 
cavity, ampulliform to doliiform, hyaline, phialidic, with periclinal 
thickening,	or	percurrent	proliferation,	5–7	×	5–6	µm.	Conidia 









panthus precox (Amaryllidaceae),	8	Mar.	2015,	P.W. Crous & M.J. Wingfield 
(holotype	CBS	H-22596,	culture	ex-type	CPC	26303 =	CBS	141287;	ITS	
sequence	GenBank	KX228260.1,	 LSU	sequence	GenBank	KX228311.1,	




to pyriform ascomata, cylindrical asci and septate, verrucose 
ascospores with coniothyrium-like or Phaeostagonospora asex- 
ual	morphs	 (Câmara	 et	 al.	 2003).	The	 genus	was	 recently	
revised	 by	Thambugala	 et	 al.	 (2014),	who	accepted	 seven	
species.	The	aseptate	 conidia	 of	P. agapanthi suggest that 
it should be compared to P. obtusispora,	but,	based	on	ITS,	
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Fungal	Planet	409	–	4	July	2016
Roussoella solani Crous	&	M.J.	Wingf.,	sp. nov.
 Etymology.	Name	refers	 to	Solanum, the plant genus from which this 
fungus	was	collected.
	 Classification	—	Roussoellaceae, Pleosporales, Dothideo­
mycetes.
Conidiomata immersed to erumpent, solitary, globose, brown, 
to	 150	µm	diam	with	 central	 ostiole,	 exuding	 a	 grey-brown	
conidial	mass;	wall	of	3–4	layers	of	brown	textura angularis.	
Conidiophores reduced to conidiogenous cells lining the inner 
cavity,	hyaline,	smooth,	ampulliform	to	doliiform,	4–6	×	3–4	
µm,	phialides	with	visible	periclinal	thickening.	Conidia solitary, 








ceous with diffuse scarlet pigment in agar, reverse isabelline 
in	centre,	scarlet	at	margin.	
 Typus. france,	La	Réunion,	on	stems	of	Solanum mauritianum (Solana­
ceae),	13	Mar.	2015,	P.W. Crous & M.J. Wingfield (holotype	CBS	H-22597,	
culture	ex-type	CPC	26331 =	CBS	141288;	 ITS	sequence	GenBank	KX-
228261.1,	LSU	sequence	GenBank	KX228312.1,	MycoBank	MB817016).
	 Notes	—	Based	on	the	LSU	sequence,	Roussoella solani 
is accommodated in the Roussoellaceae	(e.g.	98	%	(787/803)	
similarity to R. thailandica	GenBank	KJ474846.1),	but	on	ITS	
data it is phylogenetically distinct from other known taxa within 
the	genus,	showing	 less	 than	90	%	similarity.	Unfortunately,	 
R. solani is known only from its asexual morph and hence a 
full morphological comparison with other species known in the 
genus	is	presently	not	possible.	Recent	studies	have	shown	that	
several species of Roussoella occur	on	woody	plants	(Crous	
et	 al.	 2014b,	 2015b),	 and	 are	 not	 only	 restricted	 to	mono- 
cotyledons.
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Fungal	Planet	410	–	4	July	2016
Ramularia citricola Crous & Guarnaccia, sp. nov.
 Etymology.	Name	refers	to	Citrus, the plant genus from which this fungus 
was	collected.
	 Classification	—	Mycosphaerellaceae, Capnodiales, Dothi­
deomycetes.
Mycelium consisting of septate, branched, hyaline, smooth, 
2–2.5	µm	diam	hyphae.	Conidiophores solitary, arising from hy-
phae as lateral branches, or terminal in loose fascicles, straight 
to geniculate-sinuous, erect, hyaline, smooth, subcylindrical, 
reduced	to	conidiogenous	loci	on	hyphae,	or	0–1-septate,	erect,	
2–20	×	2–2.5	µm.	Conidiogenous cells hyaline, smooth, subcy-
lindrical,	2–16	×	2–2.5	µm;	loci	terminal,	thickened,	darkened	




















	 Notes	—	On	 ITS	Ramularia citricola	 is	 99	%	 (524/531)	
similar to R. grevilleana	(CPC	4903;	GenBank	GU214691.1)	
and	98	%	 (523/531)	R. grevilleana	 (isolate	 s208;	GenBank	
GU939181.1).	None	of	 the	sequences	from	the	protein	cod-
ing	genes	resulted	in	similarities	higher	than	92	%.	Ramularia 
grevilleana can be distinguished from R. citricola by having 
larger conidia that are ellipsoid-ovoid, subcylindrical-fusoid, 
(8–)15–45(–55)	×	 (1.5–)2.5–4.5(–5)	 µm,	 0–2(–3)-septate	
(Braun	1998).	Two	species	of	Ramularia have been described 





Ramularia citrifolia	(hyperparasitic	on	Meliola butleri on Citrus 
tankan,	Taiwan)	was	allocated	to	Eriomycopsis	by	Braun	(1993).







345Fungal Planet description sheets
© 2016   Naturalis Biodiversity Center & Centraalbureau voor Schimmelcultures
Fungal	Planet	411	–	4	July	2016
Vermiculariopsiella acaciae Crous,	M.J.	Wingf.,	sp. nov.
 Etymology.	Name	refers	to	Acacia, the plant genus from which this fungus 
was	collected.
	 Classification	—	Chaetosphaeriaceae, Chaetosphaeriales, 
Sordariomycetes.
Sporodochia on	SNA	and	OA	erumpent,	crystalline,	to	450	µm	
diam, with brown, erect setae distributed throughout conidio-
ma,	 thick-walled,	 roughened,	 flexuous,	180–250	×	4–5	µm,	
5–7-septate,	tapering	to	an	obtuse	apex.	Conidiophores aggre-
gated	in	stroma,	subcylindrical,	1–2-septate,	branched	or	not,	
25–40	×	3–4	µm.	Conidiogenous cells terminal, subcylindrical, 
pale brown to hyaline, smooth to verruculose, at times curved 
at	the	apex,	15–27	×	2.5–3	µm,	apex	1.5	µm	diam,	collarette	
flaring,	1–2	µm	long.	Conidia	dimorphic.	On	OA	solitary,	hyaline,	
guttulate, aseptate, straight to slightly curved, inequilateral with 
inner plane straight, outer plane convex, apex subobtusely 
rounded,	base	truncate	with	excentric	hilum,	0.5–1	µm	diam,	
(14–)18–22(–25)	×	 3(–3.5)	 µm.	On	SNA	 forming	ellipsoid,	







 Typus. france,	La	Réunion,	S21°5'45.7"	E55°33'3.6",	on	leaves	of	Acacia 














lar to Vermiculariopsiella dichapetali	 (GenBank	KJ869186.1;	
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Fungal	Planet	412	–	4	July	2016
Meristemomyces arctostaphylos Crous	&	M.J.	Wingf.,	sp. nov.
 Etymology.	Name	refers	to	Arctostaphylos, the plant genus from which 
this	fungus	was	collected.
	 Classification	—	Teratosphaeriaceae, Capnodiales, Dothi­
deomycetes.
Mycelium consisting of brown, thick-walled, verruculose, branch- 
ed,	septate,	2.5–4	µm	hyphae,	frequently	encased	in	a	mucoid	
sheath.	Conidiophores solitary, brown, verruculose, terminal or 
lateral on hyphae, multiseptate, flexuous, subcylindrical, up to 
150	µm	long,	3–5	µm	diam,	or	reduced	to	conidiogenous	loci	on	
hyphae.	Conidiogenous cells brown, verruculose, thick-walled, 
subcylindrical	to	irregular,	3–10	×	3–6	µm,	with	1–3	terminal	
flat-tipped	loci,	1.5–2	µm	diam.	Conidia in branched chains, 
brown,	 thick-walled,	 verruculose.	Secondary ramoconidia 
fusoid-ellipsoid	 to	subcylindrical,	1–3-septate,	15–20	×	5–9	
µm,	with	1–3	flat-tipped	unthickened,	not	darkened	loci,	1.5–2	




















phologically, M.	arctostaphylos is quite distinct from M. frigidus, 
as the latter species produces arthoconidia by disarticulation, 
while M.	arctostaphylos	has	well-defined	conidiophores	giving	
rise	to	a	series	of	secondary	ramoconidia,	and	septate	conidia.







is not an ex-type strain, and M.	arctostaphylos is a common 
hyphomycete on leaves of Arctostaphylos.	Furthermore,	 the	
genus Xenomeris is regarded as a member of Venturiaceae, 
not Teratosphaeriaceae, thus the possible synonymy of Meri­
stemomyces under the older Xenomeris can only be resolved 
once fresh collections of Xenomeris raetica have been obtained.








349Fungal Planet description sheets
© 2016   Naturalis Biodiversity Center & Centraalbureau voor Schimmelcultures
Fungal	Planet	413	–	4	July	2016
Pyrenochaeta acaciae Crous,	Jacq.	Edwards	&	Pascoe, sp. nov.
 Etymology.	Name	refers	to	Acacia, the plant genus from which this fungus 
was	collected.
	 Classification	—	Cucurbitariaceae, Pleosporales, Dothideo­
mycetes.























	 Notes	—	Based	on	ITS	Pyrenochaeta acaciae	is	98	%	(409/ 
416)	similar	to	P. protearum (CBS	131315;	GenBank	JQ044434.1)	 
and	 98	%	 (425/433)	 to	P. pinicola	 (CPC	23455;	GenBank	
KJ869152.1).	Pyrenochaeta protearum can be dis tinguished 
from P. acaciae by having setae surrounding its conidiomatal 
ostiole	that	are	longer	(up	to	100	µm	tall),	and	conidia	that	are	
wider	 ((3–)4–5(–6)	×	 (2–)2.5(–3)	μm)	 (Crous	et	 al.	 2011).	
Pyrenochaeta pinicola is distinct by having larger conidia, 
(4–)4.5–5.5(–6)	×	2(–2.5)	μm,	and	longer	setae	(up	to	150	µm	 
tall)	(Crous	et	al.	2014a).
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Fungal	Planet	414	&	415	–	4	July	2016
Castanediella eucalypticola Crous	&	M.J.	Wingf.,	sp. nov.
 Etymology.	Name	refers	to	Eucalyptus, the plant genus from which this 
fungus	was	collected.
	 Classification	—	Incertae sedis, Xylariales, Sordariomy­
cetes.




ogenous cells terminal and intercalary, subcylindrical to ampulli-
form or lanceolate, pale brown, smooth, polyblastic, terminating 
in	a	swollen	apex,	1.5–3	µm	diam,	with	several	scars,	5–20	× 
3–3.5	µm.	Conidia solitary, hyaline, smooth, falcate, straight 







 Typus. france,	La	Réunion,	on	leaves	of	Eucalyptus robusta (Myrtaceae),	























Phaeophleospora eucalypticola Crous	&	M.J.	Wingf.,	sp. nov. 
 Etymology.	Name	refers	to	Eucalyptus, the plant genus from which this 
fungus	was	collected.





Conidiophores lining the inner cavity, hyaline, smooth, reduced 
to conidiogenous cells, or with a supporting cell, branched at 
base	or	not,	ampulliform	to	subcylindrical,	5–10	×	2.5–3.5	µm,	
proliferating	inconspicuously	percurrently	at	apex,	1	µm	diam.	
Conidia hyaline, smooth, solitary, aseptate, guttulate, ellipsoid 






 Typus. france,	La	Réunion,	Le	Tampon,	on	leaves	of	Eucalyptus robusta 
(Myrtaceae),	 9	Mar.	 2015,	P.W. Crous & M.J. Wingfield (holotype	CBS	
H-22605,	culture	ex-type	CPC	26523 =	CBS	141294;	ITS	sequence	GenBank	
KX228267.1,	LSU	sequence	GenBank	KX228318.1,	tef1 sequence GenBank 
KX228374.1,	MycoBank	MB817030).
	 Notes	—	Phaeophleospora	(based	on	P. eugeniae;	Crous	
et	al.	1997)	 is	a	genus	 in	 the	Mycosphaerellaceae, which is 










P. eucalypticola is similar to numerous sequences in GenBank 
labelled	as	‘Mycosphaerella	sp.	AA-2012’	which	emerged	from	
an unpublished study on endophytic fungi from leaves of an 
Eucalyptus grandis × E. camaldulensis	clone	in	South	Africa.
352 Persoonia	–	Volume	36,	2016
Sclerostagonospora ericae
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Fungal	Planet	416	–	4	July	2016
Sclerostagonospora ericae Crous	&	M.J.	Wingf.,	sp. nov.
 Etymology.	Name	refers	to	Erica, the plant genus from which this fungus 
was	collected.






angularis.	Conidiophores reduced to conidiogenous cells lining 
the	inner	cavity,	hyaline,	smooth,	ampulliform	to	doliiform,	4–5	
×	3–5	µm,	proliferating	inconspicuously	percurrently	at	apex.	








 Typus. south africa,	Western	Cape	Province,	Franschhoek,	on	leaves	
of Erica sp.	(Ericaceae),	Nov.	2014,	M.J. Wingfield	(holotype	CBS	H-22606,	
culture	 ex-type	CPC	 25927	 =	 CBS	 141318;	 ITS	 sequence	GenBank	
KX228268.1,	LSU	sequence	GenBank	KX228319.1,	tef1 sequence GenBank 
KX228375.1,	tub2	sequence	GenBank	KX228383.1,	MycoBank	MB817031).








ericae	 is	 identical	 (813/813)	 to	S. opuntiae	 (GenBank	DQ-
286772.1;	Huhndorf	1992).	However,	the	genus	Sclerostagono­
spora is based on S. heraclei, and the latter is presently not 
known from DNA or culture, hence the concept of Sclero­
sta gonospora	 remains	 unsettled.	On	 ITS	S. ericae	 is	 98	%	
(550/560)	similar	to	S. opuntiae	(GenBank	DQ286768.1)	and	
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Fungal	Planet	417	–	4	July	2016
Dothiorella acacicola Crous	&	M.J.	Wingf., sp. nov.
 Etymology.	Name	refers	to	Acacia, the plant genus from which this fungus 
was	collected.
	 Classification	—	Botryosphaeriaceae, Botryosphaeriales, 
Dothideomycetes.
Conidiomata	 (on	pine	needle	 agar;	PNA)	pycnidial,	 solitary,	
black,	erumpent,	globose,	to	400	µm	diam,	with	central	ostiole;	
wall	of	2–3	layers	of	brown	textura angularis.	Conidiophores 
reduced to conidiogenous cells, or with a supporting cell, lining 
the inner cavity, hyaline, smooth, subcylindrical to doliiform, 
straight	to	geniculous-sinuous,	7–20	×	5–11	µm;	proliferating	
percurrently	at	apex.	Conidia solitary, initially hyaline, becom-









 Typus. france,	La	Réunion,	S21°12'47.6"	E55°36'48.7",	on	leaves	of	Aca­ 




	 Notes	—	Based	on	LSU	sequence	data	Dothiorella acacicola 
is	99	%	similar	to	several	Dothiorella	spp.	(e.g.	791/801	with	 
D. ulmicola	GenBank	KR611900.1).	Based	on	ITS	sequence	
data Dothiorella acacicola	is	97	%	(523/538)	similar	to	D. longi­
collis	(CBS	122068;	GenBank	KF766162.1).	The	two	species	
can be distinguished from each other by the fact that conidia of 
D. longicollis are	smaller,	(17–)19–22(–23)	×	(7–)8.5–9.5(–10)	
µm	(Phillips	et	al.	2013).
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Fungal	Planet	418	–	4	July	2016
Chalara clidemiae Crous	&	M.J.	Wingf.,	sp. nov.
 Etymology.	Name	refers	 to	Clidemia, the plant genus from which this 
fungus	was	collected.
	 Classification	—	Incertae sedis, Helotiales, Leotiomycetes.
Mycelium consisting of hyaline, smooth, branched, septate, 
1.5–2.5	µm	diam	hyphae.	Conidiophores arranged in terminal 
clusters	on	hyphae,	25–30	×	3–4	µm,	1–5-septate,	subcylindri-
cal, smooth, hyaline in bottom half, but upper two cells medium 
brown.	Conidiogenous cells terminal, swollen in bottom third, 
venter	 cylindrical,	 brown,	 smooth,	 phialidic,	 15–25	×	 3.5–4	








 Typus. france,	La	Réunion,	on	twigs	of	Clidemia hirta (Melastomataceae),	
6	Mar.	2015,	P.W. Crous & M.J. Wingfield (holotype	CBS	H-22608,	culture	
ex-type	CPC	26423 =	CBS	141319;	ITS	sequence	GenBank	KX228270.1,	
LSU	sequence	GenBank	KX228321.1,	MycoBank	MB817033).










	 Notes	—	The	 genus	Chalara is paraphyletic, with spe-
cies occupying different positions within Helotiales	(Cai	et	al.	
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	 Classification	—	Incertae sedis, Ostropales, Lecanoromy­
cetes.
Conidiomata pycnidial, solitary, pale brown, erumpent, globose, 
with	central	ostiole;	wall	of	6–8	layers	of	subhyaline	to	pale	
brown textura angularis. Conidiophores lining the inner cavity, 
hyaline,	smooth,	subcylindrical,	septate,	branched.	Conidio g­








enous cells hyaline, smooth, subcylindrical, terminal and la-
teral;	proliferating	sympodially,	scars	inconspicuous.	Conidia 
cylindrical, hyaline, smooth, guttulate, straight with subobtuse 
ends,	 2–6-septate,	 prominently	 constricted	 at	 septa	 (cells	
linked	by	a	narrow	isthmus),	with	mature	conidia	breaking	into	
phragmospores.
 Type species.	Mulderomyces natalis Crous,	Jacq.	Edwards	&	P.W.J.	Taylor.
	 MycoBank	MB817034.






Conidiophores lining the inner cavity, hyaline, smooth, subcy-
lindrical,	1–4-septate,	branched,	10–30	×	3–5	µm.	Conidiog­
enous cells hyaline, smooth, subcylindrical, terminal and lateral, 
8–15	×	3–5	µm;	proliferating	sympodially,	scars	inconspicuous.	
Conidia cylindrical, hyaline, smooth, guttulate, straight with sub- 








 Typus. australia, Victoria, Melbourne, Moonee Ponds Creek, on leaves 




	 Notes	—	The	LSU	sequence	of	Mulderomyces natalis is 
91	%	similar	to	species	of	Xylographa	(lichenised	ascomycetes;	
e.g.	738/810	to	X. opegraphella	GenBank	KJ462366.1)	and	
92	%	 (746/812)	 similar	 to	Furcaspora eucalypti	 (GenBank	
EF110613;	Crous	et	al.	2007c).	Phylogenetically,	 it	 appears	
quite distinct from all taxa presently available in GenBank, both 
on	LSU	and	ITS.	Morphologically,	Mulderomyces resembles 
species of Phacidiella, except that the nature of its conidia 
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Fungal	Planet	420	&	421	–	4	July	2016
Wojnowiciella cissampeli Crous	&	Roets,	sp. nov.
 Etymology.	Name	refers	to	Cissampelos, the plant genus from which this 
fungus	was	collected.
	 Classification	—	Phaeosphaeriaceae, Pleosporales, Dothi­
deomycetes.
Conidiomata	 (on	pine	needle	 agar;	PNA)	pycnidial,	 solitary,	
black,	 erumpent,	 or	 immersed	 in	 agar,	 globose,	 to	 300	µm	
diam,	non-papillate,	with	a	central	ostiole;	pycnidial	wall	of	3–6	
layers of brown textura angularis.	Conidiophores reduced to 
conidiogenous	cells.	Conidiogenous cells lining the inner cavity, 
hyaline,	smooth,	ampulliform	to	doliiform,	phialidic,	3–6	×	4–5	










 Typus. south africa,	Western	Cape	Province,	Robben	Island,	on	leaves	
and twigs of Cissampelos capensis	 (Menispermaceae),	May	2015,	P.W. 




similar to W. eucalypti	(CPC	25024;	GenBank	KR476741.1),	and	
99	%	(546/552)	to	Wojnowicia lonicerae (MFLUCC	13-0737;	 
GenBank	KP744471.1).	Morphologically,	 conidia	 of	W. cis­
sampeli are smaller than those of W. eucalypti,	 (10–)28–
30(–33)	×	(4–)6–7	µm	(Crous	et	al.	2015a),	and	Wojnowicia 
lonicerae	(38–(42)–49	×	5–(5.5)–6	μm)	(Liu	et	al.	2015).








Diaporthe cissampeli Crous	&	Roets,	sp. nov. 
 Etymology.	Name	refers	to	Cissampelos, the plant genus from which this 
fungus	was	collected.
	 Classification	—	Diaporthaceae, Diaporthales, Sordariomy­
cetes.
Conidiomata	 (on	pine	needle	 agar;	PNA)	pycnidial,	 solitary,	
black,	erumpent,	globose,	 to	200	µm	diam,	exuding	creamy	
droplets	from	central	ostioles;	walls	consisting	of	3–6	layers	




with	 slight	 taper	 towards	apex,	 1–1.5	µm	diam,	with	 visible	
periclinal	thickening;	collarette	not	observed.	Paraphyses not 
observed.	Alpha conidia aseptate, hyaline, smooth, guttulate, 








 Typus. south africa,	Western	Cape	Province,	Robben	Island,	on	leaves	
and twigs of Cissampelos capensis	 (Menispermaceae),	May	2015,	P.W. 
Crous & F. Roets	 (holotype	CBS	H-22628,	culture	ex-type	CPC	27302	=	
CBS	141331;	ITS	sequence	GenBank	KX228273.1,	LSU	sequence	GenBank	
KX228324.1,	his3	sequence	GenBank	KX228366.1,	tub2 sequence GenBank 
KX228384.1,	MycoBank	MB817059).
	 Notes	—	Based	on ITS	Diaporthe cissampeli	is	98	%	(561/ 
575)	 similar	 to	D. neotheicola	 (ICMP	10076;	GenBank	KC-
145914.1;	Gomes	et	al.	2013).	No	high	similarity	(>	99	%)	hits	
were obtained when the protein coding sequences were blasted 
against	NCBIs	GenBank	nucleotide	database.	No	other	species	 
of Diaporthe are known from Cissampelos	(Crous	et	al.	2000)	
and hence D. cissampeli	is	herewith	introduced	as	new.
362 Persoonia	–	Volume	36,	2016
Prosopidicola albizziae
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Fungal	Planet	422	–	4	July	2016
Prosopidicola albizziae Crous	&	M.J.	Wingf.,	sp. nov.
 Etymology.	Name	refers	to	Albizzia, the host genus from which this fungus 
was	collected.
	 Classification	—	Incertae sedis, Diaporthales, Sordariomy­
cetes.
Conidiomata	(on	pine	needle	agar;	PNA)	pycnidial,	separate	
or aggregated in an eustromatic stroma with one to several 
ostioles,	mouse-grey,	erumpent,	to	300	µm	diam;	wall	up	to	10	
layers of grey-brown textura angularis.	Conidiophores reduced 
to	conidiogenous	cells.	Conidiogenous cells tightly aggregated, 
hyaline,	smooth,	ampulliform,	5–12	×	3–4	µm,	mono-	to	polyphi-
alidic,	with	1–2	apical	loci	with	visible	periclinal	thickening,	at	
times	with	percurrent	proliferation.	Conidia solitary, subhyaline 
to grey-brown, smooth, guttulate, straight to variously curved, el-
lipsoid to fusoid-ellipsoid, apex obtuse, base truncate to bluntly 
rounded,	1–1.5	µm	diam,	(5–)7–9(–11)	×	(2.5–)3–3.5(–4)	µm.




 Typus. Malaysia,	Sabah,	Tawau,	on	leaves	of	Albizzia falcataria	(Faba­
ceae),	May	2015,	M.J. Wingfield	(holotype	CBS	H-22611,	culture	ex-type	CPC	 
27478	=	CBS	141298;	ITS	sequence	GenBank	KX228274.1,	LSU	sequence	
GenBank	 KX228325.1,	MycoBank	MB817037);	 ibid.,	 associated	with	





is 99	%	(807/815)	similar	to	P. mexicana, which was regarded 
as a potential biocontrol agent of Prosopis glandulosa, caus-
ing	a	pod	disease	of	this	host	in	Mexico	and	the	USA	(Texas)	
(Lennox	et	 al.	 2004).	However,	 on	 ITS	 the	 two	species	are	
only	84	%	(512/607)	similar.	Morphologically,	P. albizziae has 
smaller conidia than those of P. mexicana,	(8–)10–13(–20)	× 
(3.5–)4.5–5.5(–6)	µm.	Prosopidicola was noted to have co-
nidiogenous cells that vary from being phialidic with periclinal 
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Fungal	Planet	423	–	4	July	2016
Phaeotheca salicorniae Crous	&	Roets,	sp. nov.
 Etymology.	Name	refers	to	Salicornia, the plant genus from which this 
fungus	was	collected.
	 Classification	—	Incertae sedis, Capnodiales, Dothideomy­
cetes.
Mycelium consisting of hyaline, smooth, septate, branched, 
3–5	µm	diam	hyphae,	that	swell	in	areas	up	to	20	µm	diam,	
terminal or intercalary, and develop numerous endoconidia, 
brown, verruculose, globose to obovoid, muriformly septate, 
5–8	µm	diam,	bursting	open	to	release	several	endoconidia	that	






 Typus. south africa,	Western	Cape	Province,	Robben	Island,	on	leaves	













are	to	70	µm	diam.	The	genus	Phaeotheca is polyphyletic, and 
its	taxonomy	will	be	revised	in	a	separate	study	(J.	Bezerra	et	
al.	in	prep).







367Fungal Planet description sheets





	 Classification	—	Bionectriaceae, Hypocreales, Sordariomy­
cetes.
Mycelium consisting of hyaline, smooth, branched, septate 
hyphae,	forming	hyphal	coils.	Conidiophores solitary, hyaline, 
smooth, erect, straight to geniculate-sinuous, arising from 
superficial	hyphae,	unbranched	or	branched,	septate.	Conidi­
o genous cells hyaline, smooth, subcylindrical with slight apical 
taper, straight to slightly irregularly curved, terminal or lateral 
on	conidiophores,	apex	with	minute	periclinal	thickening.	Co­
nidia hyaline, smooth, granular, cylindrical, apex obtuse, base 
truncate,	(0–)3-septate.









Paracylindrocarpon aloicola Crous,	Roets	&	L.	Lombard,	sp. nov. 




hyaline, smooth, erect, straight to geniculate-sinuous, arising 
from	superficial	hyphae,	unbranched	or	branched,	1–4-septate,	
20–50	×	3–4	µm.	Conidiogenous cells hyaline, smooth, sub-
cylindrical with slight apical taper, straight to slightly irregularly 
curved,	terminal	or	lateral	on	conidiophores,	20–30	×	2.5–3	
µm,	apex	with	minute	periclinal	 thickening,	1.5–2	µm	diam.	
Conidia hyaline, smooth, granular, cylindrical, apex obtuse, 






patches of saffron, and diffuse scarlet pigment in agar, reverse 
amber.	On	PDA	and	OA	surface	and	reverse	pale	luteous.	
 Typus. south africa,	Western	Cape	Province,	Robben	Island,	on	leaves	




	 Notes	—	Based	on LSU	Paracylindrocarpon aloicola has 
99	%	(791/794)	similarity	to	Hydropisphaera erubescens	(ATCC	
36093;	GenBank	AF193230.1).	Likewise,	ITS	is	99	%	(559/567)	
similar to Hydropisphaera erubescens	(GenBank	FJ969800.1)	
and	94	%	(536/572)	to	Fusariella sinensis	(OUCMBI110131;	
GenBank	KP269041.1).	The	genus	Hydropisphaera is based on 
H. peziza, which has an Acremonium	asexual	morph	(Samuels	
1976).	Hydropisphaera erubescens has a cylindrocarpon-like 
asexual	morph	with	1–3-septate	conidia	(Samuels	1978),	show- 
ing some resemblance to the present collection, suggesting 
that some members of Hydropisphaera would be better ac-
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Fungal	Planet	425	–	4	July	2016
Fusicladium eucalypticola Crous	&	M.J.	Wingf.,	sp. nov.
 Etymology.	Name	refers	to	Eucalyptus, the plant genus from which this 
fungus	was	collected.
	 Classification	—	Sympoventuriaceae, Venturiales, Dothideo­
mycetes.
Mycelium consisting of pale brown, smooth, branched, septate, 




µm	diam.	Primary ramoconidia brown, smooth, subcylindrical, 
0–2-septate,	15–25	×	3	µm,	with	1–2	apical	loci.	Secondary 
ramoconidia brown, smooth, subcylindrical to fusoid-ellipsoid, 
15–20	×	 3–5	 µm,	 1–3-septate;	 loci	 thickened,	 darkened,	
0.5–1	µm	diam.	Conidia occurring in branched chains of up 
to	15	conidia,	fusoid-ellipsoid,	pale	brown,	smooth,	guttulate,	






 Typus. france,	La	Réunion,	on	leaves	of	Eucalyptus robusta (Myrtaceae),	
8	Mar.	2015,	P.W. Crous & M.J. Wingfield (holotype	CBS	H-22614,	culture	
ex-type	CPC	27238 =	CBS	141301;	ITS	sequence	GenBank	KX228278.1,	
LSU	sequence	GenBank	KX228329.1,	MycoBank	MB817041).
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	 Classification	—	Incertae sedis, Acrospermales, Dothideo­
mycetes.
Mycelium consisting of hyaline, branched, septate hyphae 
that become brown, constricted at septa, forming a cluster of 
globose,	brown,	chlamydospore-like	cells	that	form	a	stroma;	
stroma	brown,	solitary,	globose,	but	with	age	joining	along	the	
length	 of	 hyphae	 to	 become	 strands	 of	 radiating	 stromata;	
stroma forming a sporodochium of densely aggregated, dark 
brown,	finely	 roughened	conidiogenous	cells,	subglobose	 to	
slightly ampulliform, containing a single, central phialidic locus, 
slightly	 papillate,	with	 cylindrical	 collarette.	Conidia solitary, 
aseptate, hyaline, smooth, granular, falcate, slightly curved, 
widest in middle, apex subobtusely rounded, base with well-
defined	fusarium-like	foot	cell.






 Colour illustrations.	Stand	of	Albizzia falcataria trees;	conidiomata	sporu-
lating	on	OA,	sporodochia,	conidiogenous	cells	and	conidia.	Scale	bar	=	10	
µm.
Paramycoleptodiscus albizziae Crous	&	M.J.	Wingf.,	sp. nov. 
 Etymology.	Name	 refers	 to	Albizzia, the plant genus from which this 
fungus	was	collected.
Mycelium	 consisting	of	hyaline,	branched,	 septate,	2–3	µm	





stroma forming a sporodochium of densely aggregated, dark 
brown,	finely	 roughened	conidiogenous cells, subglobose to 
slightly	 ampulliform,	 7–12	×	 5–12	 µm,	 containing	 a	 single,	
central	phialidic	locus,	slightly	papillate,	2–3.5	µm	diam,	with	
cylindrical	collarette,	2–3	µm	long.	Conidia solitary, aseptate, 
hyaline, smooth, granular, falcate, slightly curved, widest in 









 Typus. Malaysia,	Sabah,	Tawau,	on	leaves	of	Albizzia falcataria	(Faba­
ceae),	May	2015,	M.J. Wingfield	(holotype	CBS	H-22615,	culture	ex-type	
CPC	27552	=	CBS	141320;	 ITS	 sequence	GenBank	KX228279.1,	 LSU	
sequence	GenBank	KX228330.1,	MycoBank	MB817043).
	 Notes	—	The	LSU	sequence	of	Paramycoleptodiscus albiz­




with	the	ITS	sequence.	Paramycoleptodiscus is distinct from 
Mycoleptodiscus	 (Sutton	1973)	 in	that	 the	 latter	has	septate	
conidia with apical appendages, whereas in Paramycolepto­
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	 Classification	—	Incertae sedis, Glomerellales, Sordariomy­
cetes.
Stroma brown, globose, erumpent, giving rise to a fascicle of co-
nidiophores.	Conidiophores subcylindrical, unbranched, erect, 
flexuous,	basal	cell	slightly	swollen;	thick-walled,	finely	rough-
ened, granular to slightly guttulate, septate, grey-brown, be-
coming somewhat pale brown towards slightly tapered apex, 
rejuvenating	percurrently,	with	apical	conidiogenous	cells.	Coni­
diogenous cells integrated, pale brown, subcylindrical, phialidic, 
with	periclinal	thickening	and	minute	collarette.	Conidia solitary, 
aggregating in a slimy mass, ellipsoidal to cylindrical-ellipsoid to 
somewhat clavate, prominently guttulate, frequently with large 
central guttule, apex obtuse, base truncate, scar slightly thick-
ened	and	darkened,	frequently	excentric.	Ascomata perithecial, 
base immersed in substrate, obpyriform, papillate, dark brown 
with	setae	around	base	of	perithecium,	pale	brown;	wall	of	3–5	
layers of pale brown textura prismatica.	Paraphyses persistent, 
hyaline,	branched,	septate,	longer	than	asci.	Asci unitunicate, 
cylindrical-clavate, short-stipitate, apex truncate with shallow 
annulus,	8-spored.	Ascospores biseriate in ascus, ellipsoid to 
oblong, apiculate at ends, with one end having minute mucoid 
cap, hyaline, smooth, frequently with large central guttule, be-
coming	1-septate	and	pale	brown	after	discharge.
 Type species.	Malaysiasca phaii Crous	&	M.J.	Wingf.
	 MycoBank	MB817044.
Malaysiasca phaii Crous	&	M.J.	Wingf.,	sp. nov.









enous cells	integrated,	pale	brown,	subcylindrical,	55–80	× 6 
µm,	phialidic,	with	periclinal	thickening	and	minute	collarette,	
apex	4–5	µm	diam.	Conidia solitary, aggregating in a slimy 
mass, ellipsoidal to cylindrical-ellipsoid to somewhat clavate, 
prominently guttulate, frequently with large central guttule, apex 
obtuse, base truncate, scar slightly thickened and darkened, 
frequently	excentric,	3–4	µm	diam,	(16–)18–20(–24)	×	(8–)9–
10(–11)	µm.	On	PNA	developing	a	sexual	morph	after	4	wk,	
and essentially dissolving the cellolytic tissue of the pine needle 







Ascospores biseriate in ascus, ellipsoid to oblong, apiculate at 
ends, with one end having minute mucoid cap, hyaline, smooth, 
















and	 98	%	 (782/797)	 to	Australiasca queenslandica	 (BRIP	
24334c;	GenBank	HM237323.1).	Morphologically,	Malaysiasca 
resembles the genus Australiasca	(Réblová	et	al.	2011),	but	
is distinct in that it forms a stroma that gives rise to fascicles 
of conidiophores, whereas stromata are absent in Australi­
asca.	 In	 general	 the	asexual	morph	 is	 similar	 to	 species	 of	
Monilochaetes,	and	would	be	difficult	to	distinguish	without	the	
aid	of	molecular	data.
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Fungal	Planet	428	–	4	July	2016
Libertasomyces Crous	&	Roets,	gen. nov. 





	 Classification	—	Incertae sedis, Pleosporales, Dothideomy­
cetes.
Conidiomata pycnidial, solitary, dark brown, erumpent, globose, 
with	central	ostiole;	wall	of	3–6	layers	of	brown	textura angularis.	
Conidiophores	reduced	to	conidiogenous	cells.	Conidiogenous 
cells lining the inner cavity, hyaline, smooth, ampulliform to dolii-
form,	phialidic	with	prominent	periclinal	thickening.	Conidia soli-
tary, hyaline, smooth, granular, thin-walled, ellipsoid, widest in 
middle,	apex	obtuse,	base	truncate	to	bluntly	rounded,	aseptate.
 Type species.	Libertasomyces myopori Crous	&	Roets.
	 MycoBank	MB817046.






Libertasomyces myopori Crous	&	Roets,	sp. nov. 





reduced	to	conidiogenous	cells.	Conidiogenous cells lining the 
inner cavity, hyaline, smooth, ampulliform to doliiform, phialidic 
with	prominent	periclinal	thickening,	3–6	×	3–4	µm.	Conidia 
solitary, hyaline, smooth, granular, thin-walled, ellipsoid, widest 






On PDA surface buff with patches of isabelline, reverse isabel-
line	to	buff.	
 Typus. south africa,	Western	Cape	Province,	Robben	Island,	on	twigs	














cally quite distinct from Neoplatysporoides in that conidia remain 
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Fungal	Planet	429	–	4	July	2016
Fusicladium paraamoenum Crous,	Jacq.	Edwards	&	P.W.J.	Taylor, sp. nov.
 Etymology.	Name	reflects	morphological	similarity	to	Fusicladium amoe­
num.
	 Classification	—	Sympoventuriaceae, Venturiales, Dothideo­
mycetes.
Mycelium consisting of pale brown, smooth, branched, sep-
tate,	 2.5–3.5	 µm	diam	 hyphae.	Conidiophores erect, soli-




1–1.5	µm	diam,	 thickened	and	darkened.	Conidia occurring 









55.9",	on	leaves	of	Eucalyptus regnans	(Myrtaceae),	9	Nov.	2014,	P.W. Crous, 
J. Edwards & P.W.J. Taylor	(holotype	CBS	H-22618,	culture	ex-type	CPC	
25596	=	CBS	141322;	ITS	sequence	GenBank	KX228282.1,	LSU	sequence	
GenBank	KX228333.1,	MycoBank	MB817048).




to F. amoenum	 (CBS	 254.95;	GenBank	EU035425.1)	 and	
99	%	 (897/909)	 to	F. intermedium	 (CBS	110746;	GenBank	
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Fungal	Planet	430	–	4	July	2016
Ochroconis dracaenae Crous, sp. nov.
 Etymology.	Name	refers	to	Dracaena, the plant genus from which this 
fungus	was	collected.
	 Classification	—	Sympoventuriaceae, Venturiales, Dothideo­
mycetes.
Mycelium consisting of smooth, pale brown, septate, branched, 
1.5–3	µm	diam	hyphae.	Conidiophores solitary, erect, brown, 
smooth,	arising	from	superficial	hyphae,	subcylindrical,	straight	
to	geniculous-sinuous,	branched	below	or	not,	1–6-septate,	
10–30	×	2–3	µm.	Conidiogenous cells brown, smooth, terminal 
and	 lateral	on	conidiophores,	5–15	×	 2.5–3	µm,	containing	
several	 apical,	 cylindrical	 denticles,	 1–1.5	×	 1	 µm.	Conidia 














similar to O. humicola	 (UZ1582_14;	GenBank	KP326578.1)	
and	97	%	(626/647)	to	O. musae	(CBS	121963;	GenBank	HQ-
667535.1).	No	better	matches	were	obtained	with	the	protein	
coding	sequences.	Ochroconis dracaenae has smaller conidia 
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Fungal	Planet	431	–	4	July	2016
Cytospora tibouchinae Crous	&	M.J.	Wingf.,	sp. nov.
 Etymology.	Name	refers	to	Tibouchina, the plant genus from which this 
fungus	was	collected.
	 Classification	—	Valsaceae, Diaporthales, Sordariomycetes.
Conidiomatal	(on	pine	needle	agar;	PNA)	stromata	up	to	500	µm	
diam, rosette cytosporoid, subdivided by invaginations, up to six 
radially	arranged.	Conidiophores hyaline, smooth, branched, 
0–3-septate,	 15–25	×	 2–3	µm,	 embedded	 in	 a	 gelatinous	
layer.	Conidiogenous cells phialidic, with periclinal thickening, 
tapering	towards	apices,	collarettes	minute,	8–14	×	1.5–2	µm.	 





reverse	 greyish	 sepia.	On	OA	 surface	 olivaceous	grey.	On	
PDA surface smoke grey with patches of honey, reverse grey 
olivaceous.	
 Typus. france,	 La	Réunion,	 on	 stems	 of	Tibouchina semidecandra 




	 Notes	—	Based	 on ITS	 sequence	 data	Cytospora tibou­
chinae is	 98	%	 (561/575)	 similar	 to	Cytospora myrtagena 
(CMW4046;	 GenBank	AY347380.1)	 (Adams	 et	 al.	 2005,	
Rossman	et	al.	2015).	Morphologically,	Cytospora tibouchinae 
has conidia of similar dimensions, 3–3.5(–4)	× 1	μm,	but	the	
two species can be distinguished in that C. myrtagena has 
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Fungal	Planet	432	–	4	July	2016
Neotrimmatostroma paraexcentricum Crous,	Jacq.	Edwards	&	Pascoe,	sp. nov.
 Etymology.	Name	 reflects	 a	morphological	 similarity	 to	Neotrimmato­
stroma excentricum.
	 Classification	—	Teratosphaeriaceae, Capnodiales, Dothi­
deomycetes.
Leaf spots separate, coalescing with age, medium brown, sub-
circular	with	indistinct	margins,	2–7	mm	diam,	amphigenous,	
but	more	 prominent	 on	 epiphyllous	 surface.	Mycelium im-
mersed,	consisting	of	pale	brown,	septate,	branched,	2–3	µm	
diam	hyphae.	Conidiomata sporodochial, chiefly epiphyllous, 
concentrically arranged, dark brown, dry powdery, discrete, 
to	 400	µm	diam.	Conidiophores micronematous, branched, 
septate, medium brown, smooth, densely aggregated, with 
differential thickening of periclinal wall, one side thinner than 
the	other,	 to	30	µm	tall,	3–4	µm	diam.	Conidiogenous cells 
holothallic,	integrated,	terminal,	doliiform	to	subcylindrical,	7–10	
×	3–4	µm.	Conidia in sparsely branched chains, smooth, pale 
brown,	4-celled,	consisting	of	upper	and	lower	cells	with	trun-
cate ends, separated by a thick, dark brown transverse septum, 
each primary cell with a smaller, lateral, globose secondary 
cell	on	either	side	of	the	primary	septum.	The	two	primary	cells	
together	are	9–11	µm	diam,	the	secondary	cells	4–5	µm	diam.




 Typus. australia,	Victoria,	Phillip	 Island,	Oswin	Roberts	Reserve,	 on	
leaves of Eucalyptus sp.	(Myrtaceae),	8	Nov.	2014,	P.W. Crous, J. Edwards 
& I.G. Pascoe	(holotype	CBS	H-22621,	culture	ex-type	CPC	25594	=	CBS	
141325;	 ITS	 sequence	GenBank	KX228285.1,	 LSU	sequence	GenBank	
KX228336.1,	tef1	sequence	GenBank	KX228378.1,	MycoBank	MB817051).




cally similar, the two species can be distinguished in that the 
secondary conidium cells of N. excentricum	are	2.5–4.5	µm	
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Fungal	Planet	433	–	4	July	2016
Setophoma cyperi Crous	&	M.J.	Wingf.,	sp. nov.
 Etymology.	Name	 refers	 to	Cyperus, the plant genus from which this 
fungus	was	collected.
	 Classification	—	Phaeosphaeriaceae, Pleosporales, Dothi­
deomycetes.
Associated with leaf scorch symptoms on Cyperus.	Ascomata 
immersed on host, erumpent in culture, black, globose, to 200 
µm	diam,	with	central	ostiole;	wall	of	3–4	layers	of	dark	brown	
textura angularis.	Pseudoparaphyses intermingled among asci, 
hyaline, septate, branched prominently, constricted at septa, 
2–4	 µm	 diam.	Asci bitunicate with apical chamber, sub-
cylindrical,	 hyaline,	 smooth,	 fasciculate,	 stipitate,	 8-spored,	
65–80	×	11–13	µm.	Ascospores tri- to multiseriate, fusoid with 
subobtusely	rounded	ends,	finely	verruculose,	red-brown,	gut- 
tulate, 2-septate, slightly constricted at septa, with central cell 
somewhat	swollen,	(26–)27–29(–31)	×	(3.5–)4(–4.5)	µm.
	 Culture	characteristics	—	Colonies	 reaching	up	 to	30	mm	
diam	on	MEA	and	OA,	 10	mm	diam	on	PDA,	 after	 2	wk	at	
25	°C,	with	 spreading,	 erumpent	 surface;	margins	 feathery,	
and	moderate	aerial	mycelium.	On	MEA,	PDA	and	OA	surface	
dirty	white,	reverse	dirty	white	to	luteous.	






al genera in Phaeosphaeriaceae, including Setophoma	(e.g.	
825/844	to	S. sacchari	CBS	333.39,	GenBank	GQ387586.1).	
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	 Classification	—	Incertae sedis, Helotiales, Leotiomycetes.
Mycelium	 consisting	 of	 hyaline,	 smooth,	 branched	 hyphae.	
Conidiophores solitary, erect, unbranched, subcylindrical, dark 
brown, smooth, septate, thick-walled, basal cell slightly swol-
len,	lacking	rhizoids.	Penicillate conidiogenous apparatus pale 
brown,	smooth;	primary	branches	brown,	smooth,	subcylindrical	
to clavate, giving rise to up to several secondary branches, 
pale	brown,	 subcylindrical	 to	 clavate;	 tertiary	branches	pale	
brown,	giving	rise	to	several	phialides.	Phialides subulate, pale 
brown,	flexuous,	venter	cylindrical,	with	prominent	collarette.	
Conidia hyaline, smooth, guttulate, subcylindrical, aseptate, 
apex bluntly rounded, base truncate, in short chains that form 
slimy	spore	masses.
 Type species.	Lareunionomyces syzygii Crous	&	M.J.	Wingf.
	 MycoBank	MB817053.
Lareunionomyces syzygii Crous	&	M.J.	Wingf.,	sp. nov. 
 Etymology.	Name	refers	to	Syzygium, the plant genus from which this 
fungus	was	collected.
Mycelium	 consisting	of	hyaline,	 smooth,	branched,	2–3	µm	
diam	hyphae.	Conidiophores solitary, erect, unbranched, sub-
cylindrical,	dark	brown,	smooth,	3–7-septate,	50–100	×	5–8	
µm,	 thick-walled,	basal	cell	slightly	swollen,	 to	10	µm	diam,	





to	several	phialides.	Phialides subulate, pale brown, flexuous, 
9–12	×	2–2.5	µm,	venter	cylindrical,	with	prominent	collarette,	
4–6	µm	long,	apex	1.5–2	µm	diam.	Conidia hyaline, smooth, 
guttulate, subcylindrical, aseptate, apex bluntly rounded, base 
truncate,	(3.5–)4(–5)	×	(1.5–)2	µm,	in	short	chains	that	form	
slimy	spore	masses.





 Typus. france,	La	Réunion,	on	leaves	of	Syzygium jambos (Myrtaceae),	











garded as synonym of S. fumosa	(Wingfield	et	al.	1987,	Crous	&	 
Wingfield	1994)	but	the	culture,	CBS	518.93,	is	not	congeneric	
with the present collection, and hence a new genus is intro-
duced	here	to	accommodate	the	present	collection.	Morphologi-
cally, Sporendocladia is similar to Lareunionomyces, except that 
the latter genus has a more intricate conidiogenous apparatus, 
with	numerous	tightly	aggregated	branches	and	phialides.
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Parawiesneriomyces syzygii Crous	&	M.J.	Wingf.,	sp. nov.











somewhat gregarious in older cultures, hyaline, becoming pale 
luteous	with	age;	arising	from	a	basal	stroma	of	loosely	aggre-
gated brown hyphae that give rise to densely aggregated, hya-
line,	penicillate	conidiophores.	Conidiophores hyaline, smooth, 
penicillate,	septate	(constricted	at	septa),	branched,	40–80	× 
3–4	µm,	with	up	to	three	series	of	branches.	Conidiogenous 
cells terminal, clavate, hyaline, smooth, straight to gently 
curved,	5–8	×	3–4	µm,	polyblastic,	with	several	flat-tipped	api-
cal	loci,	0.5–1	µm	diam.	Conidia solitary, aggregated in mucoid 
mass, hyaline, smooth, granular, prominently guttulate, subcy-




	 Culture	characteristics	—	Colonies	 reaching	up	 to	60	mm	
diam	after	3	wk	at	25	°C,	with	spreading,	flat	surface;	margins	
smooth,	even,	and	moderate	aerial	mycelium.	On	MEA,	OA	
and PDA surface and reverse mouse-grey with patches of dark 
mouse-grey.	
 Typus. france,	La	Réunion,	on	leaves	of	Syzygium jambos (Myrtaceae),	
12	Mar.	2015,	P.W. Crous & M.J. Wingfield (holotype	CBS	H-22630,	culture	
ex-type	CPC	26528 =	CBS	141333;	ITS	sequence	GenBank	KX228288.1,	
LSU	sequence	GenBank	KX228339.1,	MycoBank	MB817061).
	 Notes	— Wiesneriomycetaceae accommodates two ge-
nera, namely Wiesneriomyces and Pseudogliophragma	(Sue- 
trong	et	 al.	 2014,	Pratibha	et	 al.	 2015).	Based	on	LSU	se-
quence data, the present isolate is more closely related to 
Pseudogliophragma indicum	(815/825	(99	%);	MTCC	11985;	
GenBank	KM052851.1)	 than	 to	Wiesneriomyces conjuncto­
sporus	(798/823	(97	%);	BCC18525;	GenBank	KJ425450.1).	
Morphologically, Parawiesneriomyces closely resembles the 
genus Wiesneriomyces, but can be distinguished in that sporo-
dochia are not elevated by a dark pseudoparenchymatous 
stalk, but arise flat on the agar surface, and the setae are not 
directly linked to sporodochia, but also occur in the absence of 
sporodochia.	Parawiesneriomyces syzygii differs from W. con­ 
junctosporus (setae	up	to	650	µm	tall,	conidia	230–360	µm	
long)	by	having	shorter	 setae	and	conidia	 (Kuthubutheen	&	




based on the difference in morphology between the median and 






	 Classification	—	Wiesneriomycetaceae, Tubeufiales, Dothi­
deomycetes.
Mycelium	consisting	of	brown,	finely	verruculose,	branched,	
septate hyphae, giving rise to hyphopodia-like structures, 
with several lateral branches, creating a cauliflower-like ap-
pearance.	Setae	loosely	associated	with	sporodochia,	erect,	
flexuous,	 base	bulbous,	 lacking	 rhizoids,	 apex	acute,	 thick-
walled,	smooth,	granular,	dark	brown,	septate.	Conidiomata 
sporodochial, solitary, becoming somewhat gregarious in older 
cultures,	hyaline,	becoming	pale	luteous	with	age;	arising	from	




ogenous cells terminal, clavate, hyaline, smooth, straight to gent- 
ly	curved,	polyblastic,	with	several	flat-tipped	apical	loci.	Conidia 
solitary, aggregated in mucoid mass, hyaline, smooth, granu-
lar, prominently guttulate, subcylindrical, widest in middle with 
taper towards both ends that are obtusely rounded, septate, 
prominently	constricted	at	septa,	joined	by	a	narrow	isthmus.	
 Type species.	Parawiesneriomyces syzygii	Crous	&	M.J.	Wingf.
	 MycoBank	MB817060.
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Fungal	Planet	436	–	4	July	2016
Pseudophloeospora eucalyptorum Crous,	Jacq.	Edwards	&	Pascoe, sp. nov.
 Etymology.	Name	refers	to	Eucalyptus, the plant genus from which this 
fungus	was	collected.
	 Classification	—	Incertae sedis, Xylariales, Sordariomy­
cetes.
Leaf spots amphigenous, angular to irregular, medium to dark 
brown,	2–7	µm	diam	with	raised	border.	Conidiomata pycni-
dial on host, in culture appearing more acervular to even 
sporodochial,	brown,	 to	250	µm	diam;	wall	of	3–6	 layers	of	
pale brown textura angularis.	Conidiophores lining inner cavi-
ty,	 hyaline,	 smooth,	 subcylindrical,	 branched,	 1–5-septate,	
15–60	×	2.5–3.5	µm.	Conidiogenous cells terminal and lateral, 
hyaline, smooth, tapering towards truncate apex, proliferating 
sympodially as well as inconspicuously percurrently at apex, 
5–15	×	2–2.5	µm.	Conidia	hyaline,	smooth,	filiform,	guttulate,	










The	Gurdies,	S38°22'49.8"	E145°34'23.4",	 on	 leaves	 of	Eucalyptus sp.	




	 Notes	—	On	 ITS	Pseudophloeospora eucalyptorum is 
98	%	(612/625)	similar	to	Pseudophloeospora eucalypti	(CBS	
128212;	GenBank	HQ599592).	Morphologically,	the	two	spe-
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Fungal	Planet	437	–	4	July	2016
Proxipyricularia asari Crous	&	M.J.	Wingf.,	sp. nov. 
 Etymology.	Name	 refers	 to	Asarum, the plant genus from which this 
fungus	was	collected.
	 Classification	—	Pyriculariaceae, Magnaporthales, Sordario­
mycetes.
Ascomata	 separate,	 immersed,	 globose,	 brown,	 to	 200	µm	
diam,	with	central	papillate	ostiole;	wall	of	2–4	layers	of	brown	
textura angularis.	Hamathecium dissolving upon maturity, with 
some	cells	 remaining	among	asci.	Asci unitunicate, hyaline, 
smooth,	8-spored,	subcylindrical,	stipitate,	apical	mechanism	
refractive,	but	not	straining	in	Meltzer’s,	50–75	×	10–12	µm.	As­
cospores biseriate, fusoid-ellipsoid, widest in middle, with taper 
towards subobtusely rounded ends, slightly curved to straight, 
3-septate,	pale	brown,	guttulate,	(16–)18–20(–22)	×	(4–)5	µm.	
Conidiophores solitary, erect, straight to flexuous, unbranched, 
subcylindrical,	brown,	smooth,	1–8-septate,	55–200	×	3.5–5	
µm.	Conidiogenous cells integrated, terminal, apex somewhat 
swollen	with	numerous	denticle-like	loci,	1–1.5	µm	tall	and	in	
diam,	 slightly	 thickened	and	darkened,	25–60	×	 3.5–5	µm.	
Conidia	solitary,	pyriform,	brown,	finely	verruculose,	guttulate,	









 Typus. Malaysia, Sabah, on leaves and stems of Asarum sp.	(Aristolochia­
ceae),	May	2015,	M.J. Wingfield	(holotype	CBS	H-22625,	culture	ex-type	
CPC	27444	=	CBS	141328;	 ITS	 sequence	GenBank	KX228291.1,	 LSU	
sequence	GenBank	KX228342.1,	actA	sequence	GenBank	KX228361.1,	
rpb1	sequence	GenBank	KX228368.1,	MycoBank	MB817056);	ibid.,	CPC	
27442	 (ITS	 sequence	GenBank	KX228290.1,	 LSU	 sequence	GenBank	
KX228341.1,	actA	sequence	GenBank	KX228360.1).
	 Notes	—	On	LSU Proxipyricularia asari	is	99	%	(736/740)	
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Fungal	Planet	438	–	4	July	2016
Diaporthe passifloricola Crous	&	M.J.	Wingf.,	sp. nov.
 Etymology.	Name	refers	to	Passiflora, the plant genus from which this 
fungus	was	collected.
	 Classification	—	Diaporthaceae, Diaporthales, Sordariomy­
cetes.
Conidiomata	 (on	pine	needle	 agar;	PNA)	pycnidial,	 solitary,	
black,	erumpent,	globose,	 to	250	µm	diam,	with	short	black	
neck,	 exuding	 creamy	droplets	 from	 central	 ostioles;	walls	
consisting	 of	 3–6	 layers	 of	medium	brown	 textura angula­
ris.	Conidiophores	 hyaline,	 smooth,	 2–3-septate,	 branched,	
densely	aggregated,	cylindrical,	straight	to	sinuous,	20–50	× 
3–4	µm.	Conidiogenous cells	7–20	×	1.5–2.5	µm,	phialidic,	
cylindrical, terminal and lateral with slight taper towards apex, 
1–1.5	µm	diam,	with	visible	periclinal	thickening;	collarette	not	
observed.	Paraphyses	not	observed.	Alpha conidia aseptate, 
hyaline, smooth, guttulate, fusoid-ellipsoid, tapering towards 
both	ends,	apex	subobtuse,	base	subtruncate,	(5–)6–7(–9)	× 
2.5(–3)	µm.	Gamma conidia	not	observed.	Beta conidia spindle-
shaped, aseptate, smooth, hyaline, apex acutely rounded, 












	 Notes	—	On	ITS	Diaporthe passifloricola is	98	%	(556/567)	








GenBank	KC344171.1)	 and	 99	%	 (589/595)	 to	D. miriciae 
(BRIP	56918a;	GenBank	KJ197264.1).	Although	alpha	conidia	
of D. miriciae	are	similar	in	size	((6–)7.5(–9)	×	2–2.5(–3)	μm),	 
beta	 conidia	 are	 larger	 (20–35	×	 1.0–1.5	μm)	and	 conidio-
phores	are	shorter	(10–20	×	1.5–3	μm)	(Thompson	et	al.	2015).	
Other species previously reported from Passiflora include 
D. passiflorae	(conidia	14–20	×	1.5–2	μm;	Crous	et	al.	2012a)	
and	‘Phomopsis’ tersa	(conidia	6.5–7.5	×	2.5	μm)	(Sutton	1980).	
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Fungal	Planet	439	–	4	July	2016
Diaporthe ocoteae Crous	&	M.J.	Wingf.,	sp. nov.
 Etymology.	Name	refers	to	Ocotea, the plant genus from which this fungus 
was	collected.
	 Classification	—	Diaporthaceae, Diaporthales, Sordariomy­
cetes.
Conidiomata	 (on	pine	needle	 agar;	PNA)	pycnidial,	 solitary,	
black,	erumpent,	globose,	 to	300	µm	diam,	exuding	creamy	
droplets	from	central	ostioles;	walls	consisting	of	3–6	layers	







×	2–3	µm.	Alpha conidia aseptate, hyaline, smooth, guttulate, 
fusoid, tapering towards both ends, apex subobtuse, base sub-








 Typus. france,	La	Réunion,	on	leaves	of	Ocotea obtusata (Lauraceae),	




	 Notes	—	Based	on	LSU	sequence	data	Diaporthe ocoteae 
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Fungal	Planet	440	–	4	July	2016
Phaeosphaeria breonadiae Crous	&	Jol.	Roux,	sp. nov.
 Etymology.	Name	refers	to	Breonadia, the plant genus from which this 
fungus	was	collected.
	 Classification	—	Phaeosphaeriaceae, Pleosporales, Dothi­
deomycetes.
Leaf spots prominent on hypophyllous leaf surface, subcircular, 
medium	brown,	erumpent,	with	raised	margin,	3–7	mm	diam,	
with	 immersed	black	 pseudothecia;	 upper	 leaf	 surface	with	
pale	green	spot,	lacking	any	ascomata.	Ascomata globose to 
papillate, dark brown with central darker brown ostiole, up to 
30	µm	diam,	solitary,	but	commonly	aggregated	in	a	cluster,	
joined	by	stromatic	tissue,	up	to	250	µm	diam;	wall	of	several	
layers of brown textura angularis. Asci short stipitate, bitunicate, 
cylindrical-ellipsoid, with obtuse apex and small apical cham-
ber,	35–60	×	8–11	µm,	8-spored,	straight	to	irregularly	curved.	
Pseudoparaphyses intermingled among asci, hyaline, septate, 
anastomosing,	hyphae-like,	2.5–3.5	µm	diam.	Ascospores bi- to 
triseriate	in	asci,	fusoid-ellipsoidal	with	obtuse	ends,	3-septate,	











 Typus. south africa,	Limpopo	Province,	Wolkberg,	on	leaves	of	Breonadia 





One of these resembled Teratosphaeria, another having asep-
tate ascospores and the third being the Phaeosphaeria ascomy-
cete	described	here.	LSU	sequence	data	places	Phaeo sphaeria 
breonardiae with	98	%	 identity	 in	Phaeosphaeria.	Based	on	
ITS,	it	is	99	%	(564/566)	similar	to	‘Phoma	sp.	2’	TMS-2011	
voucher	SC12d10p12-12	(GenBank	HQ631048.1),	an	isolate	
obtained	 from	decaying	sugarcane	 in	 the	USA	 (Shrestha	et	
al.	2011).	The	 isolate	did	not	produce	 the	asexual	morph	 in	
culture, but based on its DNA sequence, it appears to be the 
same,	or	closely	related	species	to	the	USA	isolate	(Shrestha	
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Fungal	Planet	441	–	4	July	2016
Alternaria quercicola Woudenb.	&	Mirab.,	sp. nov.
 Etymology.	Named	after	 the	 plant	 genus	 from	which	 it	was	 isolated,	
Quercus.
	 Classification	—	Pleosporaceae, Pleosporales, Dothideo­
mycetes
Associated	with	shothole	disease	symptoms	on	leaves.	Infected	
tissues die and cannot expand as the leaf continues to grow, 
eventually	tearing	out,	creating	the	typical	disease	symptoms.	
Primary conidiophores solitary, smooth, straight to slightly 
curved,	septate,	pale	brown	with	a	hyaline	tip,	(16–)21–37(–48)	
×	3–4(–5)	µm,	bearing	0–1	geniculate	conidiogenous	exten-
sions	with	darkened	conidiogenous	loci.	Conidia solitary or in 
short	chains,	simple	or	branched,	pale	olive-brown,	(narrow-
ly)	 ovoid	 to	 obpyriform,	 primary	 conidia	 (25–)31–51(–57)	× 
(6–)8–11(–12)	µm,	with	3–8	transverse septa and occasionally 
1 oblique or longitudinal septa, rough walled at the lower sec-
tions	and	smooth	walled	at	the	top	sections.	The	conidial	body	
sometimes constricted near thickened and darkened transverse 
septa.	Conidia	 can	 form	an	apical	secondary conidiophore, 
which	can	again	form	a	geniculate	conidiogenous	extension.	
Sexual morph	not	observed.
	 Culture	 characteristics	—	After	 7	 d	 cultures on SNA flat, 
fimbriate,	colourless,	aerial	mycelium	sparse,	colonies	reach-
ing	50	mm	diam;	cultures	on	PCA flat, entire, colourless, aerial 
mycelium	sparse,	colonies	reaching	60	mm	diam.




Bank	MB817068);	 ibid.,	cPc 26164, cPc 26165 (ITS,	 LSU,	gapdh se-
quences	GenBank	KX228296.1–KX228297.1,	KX228347.1–KX228348.1,	
KX228363.1–KX228364.1).
	 Notes	—	Species	of	Alternaria are commonly associated 
with	leaf	spot,	postharvest	and	other	diseases	of	various	crops.	
Recent	molecular	studies	have	 revealed	 that	species	of	 the	
genus cluster in several distinct species clades, now referred to 
as sections, which places A. quercicola within section Infectoria 
(Woudenberg	et	al.	2013,	2014,	2015).	Based	on	the	gene	loci	
sequenced, A.	quercicola is clearly distinct from other taxa in 
the Infectoria	complex.	Alternaria querci represents a potentially 
similar species occurring on Fagaceae	in	China	(Zhang	et	al.	
1999).	Unfortunately,	no	culture	was	available	for	study,	and	
the	description	was	insufficient	to	make	a	good	comparison.
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Fungal	Planet	442	–	4	July	2016
Stemphylium beticola Woudenb.	&	Hanse,	sp. nov.
 Etymology.	Named	after	 the	plant	genus	 from	which	 it	was	collected,	
Beta.
	 Classification	—	Pleosporaceae, Pleosporales, Dothideo­
mycetes.




Conidia solitary, conidium body pale olive-brown, verrucose, 
ellipsoid	to	cylindrical,	(21–)22–26(–30)	×	(13–)14–16(–18)	
µm,	L/W	=	1.6,	with	2–4	transverse septa	and	1–3	longitudinal 
and	0–2	oblique septa per transverse sector. Constricted at 
1–2	darkened	transverse	septa.	Occasionally	with	an	apical	
secondary conidiophore.	Immature	ascomata	of	sexual morph 
observed on agar, pseudothecia globose, ellipsoid or irregular, 
single	or	aggregated,	ranging	from	100–300	µm	tall.
	 Culture	 characteristics	—	After	 7	d	 cultures on SNA flat, 
fimbriate,	 colourless	with	 abundant	 black	 ascomatal	 initials	
in the agar, aerial mycelium is sparse, white, colonies reach-
ing	45–55	mm	diam;	cultures	on	PCA flat, entire to undulate, 
colourless with abundant black ascomata in the agar, aerial 
mycelium	 sparse,	 floccose,	 (greenish)	 olivaceous;	 colonies	
reaching	50–60	mm	diam.
 Typus.	netherlands,	Noord-Brabant,	Langenboom,	on	leaves	of	Beta vul­ 
garis	(Amaranthaceae),	17	Aug.	2011,	P. Wilting	(holotype	CBS	H-22486,	
culture	 ex-type	GV11-265a	 =	 CBS	 141024;	 ITS	 sequence	GenBank	
KU850520,	LSU	sequence	GenBank	KX228349.1,	gapdh sequence Gen-
Bank	KU850667,	MycoBank	MB815876).
 Additional specimens examined.	netherlands,	Drenthe,	Eerste	Exloër-
mond, on leaves of Beta vulgaris,	11	Sept.	2012,	B. Hanse,	GV12-474a1	=	
CBS	141026;	ITS	sequence	GenBank	KU850522,	gapdh sequence GenBank 
KU850669;	Groningen,	Nieuwe	Pekela,	on	leaves	of	Beta vulgaris,	17	July	




spread rapidly throughout the country in the following years 
(Hanse	2013).	Currently,	 the	disease	has	been	detected	 in	
Belgium, Denmark, Germany, Poland, Slovakia, Sweden and 
the	UK	(unpubl.	data).	The	disease	manifests	in	June–August	
and starts with small, irregular, yellow spots on the leaves of 
sugar	beet.	The	yellow	spots	become	necrotic	from	the	centre	
of	 the	 lesion	outwards	with	 tissue	 turning	brown.	The	spots	







that the fungus was not restricted to sugar beet, but could also 
infect	potato	(Solanum tuberosum),	white	mustard	(Sinapsis 
alba),	 red	beet	 (Beta vulgaris),	 spinach	 (Spinacia oleracea)	
and	fat	hen	(Chenopodium album)	(Hanse	et	al.	2015).	Blast	
searches	 of	 the	 ITS	and	gapdh gene sequences give high 
similarity	hits	with	isolates	CBS	116599	(P107),	CBS	135690	
(P212)	and	CBS	133892	(P221),	which	were	regarded	a	new	
Stemphylium	 species	 by	 Inderbitzin	 et	 al.	 (2009).	Here	we	
describe the species as Stemphylium beticola.
Maximum likelihood tree based on a multiple sequence align- 
ment	of	the	ITS	and	gapdh	sequences	containing	1	083	cha-
racters	in	total.	The	analysis	was	run	with	RAxML	v.	7.2.6	(Sta- 
matakis	&	Alachiotis	 2010)	 using	 the	GTR+CAT	model	 and	
included	 500	 bootstrap	 replicates.	The	 tree	was	 rooted	 to	 
S. xanthosomatis. Bootstrap support values are indicated at 
the	nodes.
 Colour illustrations.	The	Netherlands,	Beta vulgaris	 field;	 yellow	 leaf	











S. paludiscirpi CBS 109842T 
S. triglochinicola CBS 133732 
S. trifolii CBS 116580 
S. beticola CBS 133892
S. beticola CBS 141024T
S. beticola CBS 136590
S. beticola CBS 141026 
S. beticola CBS 141025
S. beticola CBS 116599
S. sarciniforme CBS 116579 
S. loti P385
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 [JX272994] R. piperina CBS 104.69 
 [JX272968] R. piperina CBS 408.73T 
 [JF417483] R. eburnea CBS 100538T 
 [JF417473] R. eburnea CBS 124447 
 [JX272988] R. aegroticola CBS 132819T 
 [JX272980] R. aegroticola DTO 137B7 
 [JF417491] R. argillacea CBS 101.69T 
 [LT548281] R. columbiensis CBS 141097T sp. nov. 
 [JF417488] R. brevistipitata CBS 128785T 
 [JF417489] R. brevistipitata CBS 128786 
 [KF242514] R. pulvericola DAOM 242435T 
 [KF242515] R. pulvericola DAOM 242436 
 [JF417470] R. cylindrospora CBS 275.58T 
 [JF417471] R. cylindrospora CBS 432.62 
 [JF417476] R. byssochlamydoides CBS 413.71T 
 [JF417477] R. byssochlamydoides CBS 533.71 
 [JF417478] R. emersonii CBS 393.64T 
 [JF417480] R. emersonii CBS 397.64 
 [JF970184] R. composticola CGMCC 3.13669T 
 [JQ178360] R. composticola CGMCC 3.14946 














Rasamsonia columbiensis Jurjević,	Hubka	&	S.W.	Peterson,	sp. nov.
 Etymology.	The	species	is	named	for	the	type	locality,	District	of	Columbia,	
USA.	
	 Classification	—	Trichocomaceae, Eurotiales, Eurotiomy­
cetes.
On	MEA:	Stipes predominantly arising from aerial hyphae, verru- 
cose,	 (50–)100–250(–300)	×	 2.5–4	μm,	 terminating	 in	 ap-
pressed biverticillate structures, occasionally monoverticillate 
or terverticillate, branches on subterminal and intercalary posi-
tions,	appearing	as	separate	stipes,	short	5–50(–75)	×	2.5–4	
μm;	metulae	in	terminal	whorls	of	2–5,	verrucose,	8–12(–17)	




	 Culture	 characteristics	—	(in	 darkness,	 25	°C	 after	 7	d):	
Colonies	on	malt	extract	agar	(MEA)	30–31	mm	diam,	colony	
texture velutinous to slightly floccose, mycelium white, sporu-
lation	 abundant,	 cream-buff	 (R30;	Ridgway	1912),	 exudate	
clear, small droplets predominate, soluble pigments absent, 
reverse	 cream-buff	 to	 chamois	 (R30).	Colonies	 on	Czapek	
yeast	autolysate	agar	(CYA)	14–15	mm	diam,	colony	texture	
velutinous to slightly floccose, mycelium white, at margins 
c.	2–3	mm	broad	zone	of	submerged	growth,	sporulation	abun-
dant, conidia en masse	cream-buff	to	chamois	(R30),	exudate	
absent,	 soluble	pigments	absent,	 reverse	cream-buff	 (R30).	
Colonies	 on	 potato	 dextrose	 agar	 (PDA)	 29–30	mm	diam,	
colony texture velutinous to slightly floccose, mycelium white, 
sporulation	abundant,	cream-buff	(R30),	exudate	clear,	small	
droplets are predominant, soluble pigments absent, reverse 
cream-buff	(R30).	Colonies	on	oatmeal	agar	(OA)	19–20	mm	
diam, colony texture slightly floccose, mycelium white, at mar-
gins	c.	4–5	mm	broad	zone	of	submerged	growth,	sporulation	
abundant, conidia en masse	 cream-buff	 to	 chamois	 (R30),	
exudate,	 sparse,	 no	 soluble	 pigments.	Colonies	on	Czapek	
yeast	agar	with	20	%	sucrose	(CY20S)	14–15	mm	diam,	colony	











moderate to good growth, no acid production, mycelium white, 





deep sulcate, no exudate, reverse chamois to Isabella colour 
(R30);	on	CYA	at	41	°C,	very	poor	sporulation,	mycelium	white,	







of Rasamsonia columbiensis with	reference	sequences	(Hou-
braken	et	al.	2013,	Tanney	&	Seifert	2013)	gave	the	closest	
match with the ex-type strain of R. brevistipitata	CBS	128785T: 
ITS	96	%,	β-tubulin	87	%. 
Rasamsonia columbiensis fails	to	grow	at	45	°C,	while	closely	
related R. brevistipitata	grows.	Also	R. columbiensis has larger 








Support values at branches were obtained from 1 000 bootstrap 
replicates.	Only	bootstrap	support	≥	70	%	are	shown	on	the	
branches;	ex-type	strains	are	desig	nated	by	a	superscript	T.	
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Fungal	Planet	444	–	4	July	2016
Microascus longicollis Hubka,	Lysková,	Cmokova	&	M.	Kolařík,	sp. nov.
 Etymology.	Refers	to	the	long	annellate	zone.












2–3	μm,	bearing	1–4	annellides.	Annellides with a swollen 
base,	4.5–7(–9)	×	2.5–3.5(–4.5)	μm,	 tapering	 to	a	cylindri-
cal	annellated	zone,	up	to	30	μm	long	and	1.5–2.5	μm	wide.	
Conidia 1-celled, thick-walled, hyaline to pale brown, brown in 
mass, ovate, pyriform or ellipsoidal, with a rounded or pointed 
apex	and	 truncate	base,	smooth,	3.5–5(–6)	×	2.5–3.5	μm.	
Chlamydospores	globose	to	ellipsoidal,	5–10	×	5–6.5	μm.
	 Culture	 characteristics	— (in	 the	 dark,	 25 °C	after	 14 d):	
Colonies	on	OA	attained	25–27	mm	diam,	flat,	predominantly	
submerged,	greyish	brown	in	the	centre	(ISCC-NBS	No.	61)	
due to production of black ascomata, reverse greyish brown 
(No.	61)	in	the	colony	centre.	Colonies	on	PCA	attained	24–28	






light	greyish	olive	 (No.	109)	 to	greyish	yellowish	green	 (No.	
122),	 reverse	 light	 greyish	 olive.	Colonies	 on	MEA	attained	
14–24	mm	diam,	downy,	 centrally	 raised,	 radially	 furrowed,	
light	greyish	olive	 (No.	109)	 to	greyish	yellowish	green	 (No.	
122),	surrounded	by	5	mm	broad	submerged	zone,	reverse	dark	
greyish	yellow	(No.	91)	to	greyish	brown	(No.	61).	Colonies	on	







	 Notes	—	The	ability	of	this	species	to	grow	at	40 °C,	asco	mata	 
without ostiolar neck, lemon-shaped ascospores and annellides 
with	annellate	zone	up	to	30	μm	long	make	M. longi collis well 
distinguishable	from	all	species	accepted	to	date	(Sandoval-
Denis	et	al.	2016,	Jagielski	et	al.	2016).














model)	based	on	sequences	of	the	TEF1-α showing the relation-




branches were ob tained from 1 000	bootstrap	replicates.	Only	
bootstrap	support	≥ 70 %	are	shown	on	the	branches;	ex-type	












 [HG380418] M. campaniformis CBS 138126T 
 [LM652569] M. paisii CBS 213.27T 
 [LM652560] M. croci CBS 158.44T 
 [LM652564] M. hyalinus CBS 766.70T 
 [HG380415] M. expansus CBS 138127T 
 [HG380404] M. murinus CBS 830.70T 
 [HG380417] M. restrictus CBS 138277T 
 [HG380416] M. verrucosus CBS 138278T 
 [HG380386] M. chartarus CBS 294.52T 
 [HG380359] M. trigonosporus CBS 218.31T 
 [LM652568] M. macrosporus CBS 662.71T 
 [HG380358] M. pyramidus CBS 212.65T 
 [HG380350] M. cinereus CBS 138709T 
 [HG380352] M. cirrosus CBS 217.31T 
 [HG380390] M. gracilis CBS 369.70T 
 [LN850928] M. terreus CBS 601.67T 
 [HG380407] M. alveolaris CBS 139501T 
 [LM652574] M. senegalensis CBS 277.74T 
 [LT548287] M. longicollis CBS 141177T sp. nov.  
 [LN850906] M. chinensis CBS 139628T 
 [LN850907] M. chinensis BMU01895 
 [HG380420] M. brunneosporus CBS 138276T 
 [LN850920] M. onychoides CBS 139629T 
 [LN850918] M. onychoides BMU03909 
 [HG380419] M. intricatus CBS 138128T 
 [LM652565] M. intricatus FMR 12362 
 [LN850927] M. pseudolongirostris CBS 462.97T 
 [LM652566] M. longirostris CBS 196.61T 
 [KF001742] Chaetomium madrasense CBS 113.83 
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 [FJ389947] CBS 323.34T 
 [FJ389951] CBS 251.55 
 [FJ389944] CBS 373.70T 
 [FJ389945] CBS 696.95 
 [FJ389934] CBS 100.11T 
 [FJ389936] CBS 113245 
 [FJ389940] CBS 146.48T 
 [FJ389943] CBS 135.62 
 [FJ389933] B. zollerniae CBS 374.70T 
 [GU934506] OTU960 
 [LT548280] CBS 141098T  
 [FJ389929] P. formosus CBS 990.73BT 
 [EU037050] P. brunneolus CBS 370.70T 
 [EU037055] CBS 102.74T 
[ FJ389930] CBS 338.51 
 [FJ389931] CBS 284.48T 
 [FJ389932] CBS 110429 
 [FJ389924] B. verrucosa CBS 605.74T  (Thermoascus clade) 























Paecilomyces tabacinus Jurjević,	Hubka	&	S.W.	Peterson,	sp. nov.
 Etymology.	Named	after	the	host	from	which	it	was	isolated,	Tobacco.








conidia	 ellipsoidal,	 fusiform,	 pyriform	 (tear-shaped),	 rarely	
subglobose	(small	conidia),	(2.5–)3–7(–11)	×	2.5–7	μm	diam,	
large pyriform conidia are with broad attachment point up to 
3	μm	diam,	chlamydospores	thick	walled,	abundant,	single	or	in	
bunch	of	grapes,	yellow-ochre	to	Dresden-brown	(R15;	Ridgway	







very good, conidia en masse	light-buff	to	warm-buff	(R15),	exu-
date absent, soluble pigments absent, reverse buckthorn-brown 
to	Dresden-brown	(R15).	Colonies	on	Czapek	yeast	autolysate	
agar	(CYA)	38–40	mm	diam,	colony	texture	floccose,	mycelium	
white, sporulation good, conidia en masse light buff to antimo-












diam, colony texture floccose, mycelium white, sporulation very 
good, conidia en masse	light-buff	to	warm-buff	(R15),	exudate	
absent,	soluble	pigments	absent.	Colonies	on	creatine	sucrose	
agar	(CREA)	40–42	mm	diam,	poor	to	moderate	growth,	no	







Bank	 LT548286,	 calmodulin	 sequence	GenBank	 LT548288,	MycoBank	
MB816870).
	 Notes	—	BLAST	searches	of	the	sequences	of	P. tabacinus 





Paecilomyces tabacinus is distinguished by production of el-
lipsoidal or fusiform conidia and numerous coarsely roughened 
chlamydospores	 (smooth,	finely	 roughened	or	absent	 in	 the	
majority	of	species).	Closely	related	B. zollerniae also produces 




lationship of P. tabacinus to Paecilomyces and Byssochlamys 




port values at branches were obtained from 1 000 bootstrap 
replicates.	Only	bootstrap	support	≥	70	%	are	shown	on	the	
branches;	ex-type	strains	are	designated	by	a	superscript	T.	
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Fungal	Planet	446	–	4	July	2016
Chrysosporium echinulatum Hubka,	Mallátová,	Cmokova	&	M.	Kolařík,	sp. nov.
 Etymology.	Refers	to	the	surface	ornamentation	of	conidia.
	 Classification	—	Onygenaceae, Onygenales, Eurotiomy­
cetes.
Hyphae hyaline,	 septate,	 smooth-walled,	 1.5–5	 μm	wide,	
straight,	sparsely	branched.	Conidia hyaline, yellowish in mass, 
terminal and lateral conidia sessile or on short right-angled side 
protrusions	(occasionally	swollen)	of	variable	length,	solitary	or	
in chains, initially smooth-walled, nearly all becoming echinulate 
at	maturity,	obovoid	 to	clavate,	1-celled,	4.5–7	×	2.5–4	µm.	
Intercalary conidia solitary or in short chains, smooth-walled, 
barrel-shaped	to	ellipsoid.	Chlamydospores	absent.	Racquet 
hyphae	present.	Sexual morph	not	observed.
	 Culture	 characteristics	— (in	 the	 dark,	 25 °C	after	 14 d):	
Colonies	on	potato	dextrose	agar	(PDA)	attained	28–45	mm	
















gave closest hits to C. pannicola CBS	116.63	(98 %,	526/539	bp,	







Chrysosporium echinulatum resembles C. pannicola	(=	C. evol­ 
ceanni )	and	can	be	distinguished	by	 the	 inability	 to	grow	at	




visit and the direct microscopic examination was positive for 
hyphae.	The	mycological	examination	was	not	repeated	and	
the	etiological	significance	of	the	fungus	is	unclear.	We	believe	
that the infection was in fact caused by a dermatophyte, which 








pedis.	Micromorphology:	 left	 to	 right:	conidia	sessile	or	on	 the	short	side	
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Fungal	Planet	447	–	4	July	2016
Scleroderma capeverdeanum M.P.	Martín,	M.	Dueñas	&	Telleria,	sp. nov.
 Etymology.	The	name	refers	to	the	country	where	the	holotype	was	col-
lected.
	 Classification	—	Sclerodermataceae, Boletales, Agaricomy­
cetes.	


















 Typus.	caPe Verde, Santiago Island, Parque Natural Serra de Malagueta, 
Concejo	Sta.	Catarina,	 alt.	 907	m,	N15°10'28"	W28°40'37",	 on	 a	 slope	
under Furcraea foetida and Lantana camara,	20	Sept.	2010,	M.P. Martín 
MPM3238	(holotype	MA-Fungi	87406,	ITS	sequence	GenBank	KU747111,	
LSU	sequence	GenBank	KU747110,	MycoBank	MB816518).




	 Notes	—	Mature	 basidiomes	 of	Scleroderma capeverde­




is	finely	areolated	as	in	Scleroderma bovista, but this species 
has	reticulate	spores.	Specimens	of	S. capeverdeanum were 
found	 in	 the	 same	 locality	 as	 collection	MA-Fungi	 87407	of	
Scleroderma bovista, as indicated in the additional material 
examined.	Based	on	a	megablast	search	of	NCBIs	GenBank	
nucleotide	database,	the	closest	hits	using	ITS	sequences	of	
S. capeverdeanum were two sequences of Chinese specimens 
collected under Eucalyptus grandis	(GenBank	HM237173	and	
HM237174),	and	misidentified	as	S. polyrhizum and S. auran­
tium,	 respectively.	 In	 the	 ITS	 analyses	S. capeverdeanum 
cluster with these two sequences from China, as a sister group 
of S. dunensis,	a	new	species	described	from	Brazil	(this	issue).	
Until now, no species of Scleroderma were reported from Cape 
Verde.	
Strict consensus tree of 100 equally most parsimonious trees 
was	 obtained	 after	 heuristic	 search	 (PAUP	 v.	 4.0a147)	 of	
ITS	nrDNA	 sequences.	The	 two	 new Scleroderma species 
described in this issue are marked with rectangles: S. cape­
verdeanum and S. dunensis	 (see	Fungal	Planet	 448).	New	
sequences of S. bovista from Cape Verde, and S. nitidium from 
Brazil	are	marked	in	bold.	The	accession	number	from	EMBL/
GenBank	or	UNITE	databases	are	indicated.	Bootstrap	values	










S. dunensis sp. nov.  
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Scleroderma dunensis B.D.B.	Silva,	Sulzbacher,	Grebenc,	Baseia	&	M.P.	Martín,	sp. nov.
 Etymology.	The	name	refers	to	the	type	locality,	Parque	Estadual	Dunas	
do	Natal.
	 Classification	—	Sclerodermataceae, Boletales, Agaricomy­
cetes.	
	 Macroscopic	 characteristics	—	Basidiomes epigeous, de-
pressed	subglobose	to	subglobose,	12–17	mm	diam,	sessile	
or	shortly	pseudostipitate,	up	to	2	mm	(all	the	sizes	from	dry	
specimens),	 the	base	attached	 to	 the	 substrate	by	a	 tuft	 of	
mycelium	and	rhizomorphs.	Peridium composed of two layers, 
thin,	up	to	2	mm	thick,	pale	yellowish	to	yellowish	brown	(colour	
4A2,	4B4;	Kornerup	&	Wanscher	1978),	surface	partially	smooth	
towards the base and covered by small and thin scales on top, 
dark	brown	(colour	5D4,	5E4).	Dehiscence by an irregular and 
lacerate	apical	pore.	Gleba compact when young, becoming 
powdery	when	old,	greyish	(colour	5E4)	 to	brownish	(colour	
KW5C4).	
	 Microscopic	 characteristics	—	Basidiospores globose to 
subglobose,	 8.3–10.7	×	 8.0–10.8	μm	diam,	 including	orna-
mentation, echinulate, composed by dense narrow pyramidal 
warts,	0.9–1.3	μm	high,	dark	brown	in	5	%	KOH.	Outer	layer	of	





May 2010, B.D.B. Silva & A.G. Leite	(holotype	UFRN-Fungos	2033,	isotype	
MA-Fungi	47736,	ITS	sequence	GenBank	KU747112,	LSU	sequence	Gen-
Bank	KU747105,	MycoBank	MB814792).
 Additional material examined.	brazil,	Rio	Grande	do	Norte,	Baia	Formosa,	
Reserva	Particular	do	Patrimônio	Natural	Mata	Estrela,	alt.	52	m,	S06°22'79"	




Silva et al. (UFRN-Fungos	2035,	ITS	sequence	GenBank	KU747117);	ibid.,	
(UFRN-Fungos	2549,	ITS	sequence	GenBank	KU747115,	LSU	sequence	
GenBank	KU747108);	ibid.,	14	July	2010,	B.D.B. Silva et al. (UFRN-Fungos	
2553,	ITS	sequence	GenBank	KU747118);	Natal,	Parque	Estadual	Dunas	
do	Natal,	alt.	73	m,	S06°22'47"	W35°01'40"	on	soil	close	to	Coccoloba	sp.,	9	
July	2013,	M.A. Sulzbacher, T. Grebenc	(UFRN-Fungos	2501,	ITS	sequence	
GenBank	KU747119);	ibid.,	(UFRN-Fungos	2499,	ITS	sequence	GenBank	
KU747120);	Paraíba,	Reserva	Biológica	Guaribas,	alt.	198	m,	S06°44'50"	




 Additional material examined of Scleroderma nitidum. brazil,	Rio	Grande	
do Norte, Natal,	Parque	Estadual	Dunas	do	Natal,	alt.	73	m,	S06°22'47"	
W35°01'40"	on	sandy	soil,	16	June	2010,	B.D.B. Silva, D.S. Alfredo, I.G. 
Baseia	 (UFRN-Fungos	 2034,	 ITS	 sequence	GenBank	KU759904,	 LSU	





Paraiba,	 João	Pessoa,	Campus	universitário	 da	Paraíba,	 13	 July	 2012,	
M.A. Sulzbacher	ECM-Sulzbacher-400	(UFRN-Fungos	1759,	ITS	sequence	
GenBank	KU759907).
	 Notes	—	Scleroderma dunensis is one of the most common 
species	occurring	on	sand	dunes	 from	the	Parque	Estadual	
Dunas do Natal, growing usually close to Coccoloba spp.	
Several previous reports for this locality consider this species 
to be S. nitidum	(Gurgel	et	al.	2008,	Sulzbacher	et	al.	2013).	
Scleroderma dunensis resembles S. areolatum, S. nitidum 
and S. verrucosum, mainly by echinulate basidiospores and 
peridium opening by irregular dehiscence, differing fundamen-
tally by larger basidiomes and spores in S. areolatum (15–30	
mm	diam;	10–15	μm),	S. nitidum (20–25	mm	diam;	7–11	μm)	
and S. verrucosum	(25–30	mm	diam;	9–12	μm)	(Guzmán	et	
al.	 2013).	However,	 the	 ITS	nrDNA	and	LSU	sequences	of	 
S. dunensis show greater similarity with a species from Cape 
Verde	(see	tree	figure	in	Scleroderma capeverdeanum	(=	Fungal	 












 Colour illustrations.	Brazil,	Parque	Estadual	Dunas	do	Natal,	Coccoloba 
sp.	 growing	 next	 to	 the	 locality	where	 the	 type	 species	was	 collected;	 
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Ganoderma mbrekobenum E.C.	Otto,	Blanchette,	Held,	C.W.	Barnes	&	Obodai,	sp. nov.
 Etymology.	Named	after	 the	Ghanaian	Twi	word	 ‘mbrekoben’,	which	
translates	to	reddish	brown	mushroom.
	 Classification	—	Ganodermataceae, Polyporales, Agarico­
mycetes.
Mature basidiomata annual, pileate, stipitate, dimidiate, ap-
planate, woody to corky when dried, homogenous context 
structure, pileus maroon to liver brown when dry, surface hard 
and glabrous, margin rounded, thickened, maroon to liver brown 
when	dry.	Stipe substibe	(>	5	cm),	lateral,	columnar,	with	one	
solitary	column,	maroon;	borders	with	hymenophore	thickened.	








µm	 thick,	 tapering	 towards	 the	 end. Basidia	 not	 observed.	









paratype	 ITS	 sequence	GenBank	KX000898,	 LSU	 sequence	GenBank	
KX000899,	holotype	MycoBank	MB816172).
	 Notes	—	Ganoderma mbrekobenum causes decay in the 
roots and trunks of angiosperm trees in the southern regions 
of	Ghana.	Sequences	were	 downloaded	 from	GenBank	 for	








three of these sequences, having four to six differences from 
the G. mbrekobenum	holotype.	A	few	isolated	sequences	with	
various Ganoderma species names had relatively high Blastn 
scores, but were excluded from the analysis because they did 
not align with their respective species and are likely G. mbre­
kobenum,	or	closely	related.	The	closest	legitimate	Ganoderma 









ing	 to	Corrected	Akaike	 Information	Criterion	 (AICc).	Gano­
derma enigmatica (GenBank	KR183855	and	KR150678)	is	the	
outgroup.	Bootstrap	support	values	≥	50	%	are	given	above	
branches.	The	phylogenetic	 position	 of	G. mbrekobenum is 
indicated in bold.	The	Ganoderma species is followed by the 




 Colour illustrations.	Ghana,	Brong	Ahafo	Region,	 native	 tree	 species	
along	the	road	of	the	Ayum	forest	(background);	basidiocarp	in	the	field	with	
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tion of his contribution to the study of the Geoglossaceae	from	the	Russian	
Far	East.
	 Classification	—	Geoglossaceae, Geoglossales, Geoglosso­
mycetes.
Ascocarps	scattered	to	gregarious,	clavate,	stipitate,	2.2–4.5	
cm	tall,	dark	brown.	Ascigerous part clavate, broadly clavate, 
1/4–1/2	of	the	total	ascocarp	length,	0.5–1.8	cm	long,	black	
to dark brown, darker than the stipe, compressed, dumbbell-
shaped or oval in cross section, sharply delimited from the stipe 
in fresh condition, in herbarium material smooth, ceraceous-
pubescent due to prominent paraphyses tips extending from the 
hymenium.	Stipe terete, compressed, brown, in fresh conditions 
lighter than the ascigerous part, dark brown and concolorous in 




spores elongate-clavate, subfusiform to fusiform, narrowed to 
basal	end,	sometimes	slightly	curved,	(49–)76.5–81.5(–93.5)	
×	 (5.5–)6–6.5(–9.5)	 μm	 (in	 KOH),	Q	 =	 (7.5–)12.5(–15),	
brown, sometimes hyaline with pigmented septae and poles, 
predominantly	7-septate,	rarely	with	3–6(–11)	septa,	with	one	
or	 several	 large	oil	 drops	 in	each	cell.	Paraphyses straight, 
sometimes branched, sparsely or moderately septate, non-
agglutinated,	(2–)3(–5)	μm	diam,	apically	straight,	declinate,	
circinate	 or	 coiled,	 pale	 brown.	Apical cells of paraphyses 
swollen at tips, pyriform, globose, hockey stick-like, hook-like, 
cylindrical,	sometimes	proliferating,	(12.5–)32.5–38.5(–97)	× 
(4.5–)8.5–9.5(–13.5)	μm,	pale	brown,	incrusted.	Hyphae of the 








forest	(with	Quercus mongolica, Tilia	sp.,	Acer mono, Aralia elata, Betula	sp.,	
Eleutherococcus senticosus, Corylus mandshurica),	on	sandy	soil,	22	Aug.	
2013,	A. Fedosova	(holotype	LE303983,	ITS	sequence	GenBank	KT936308,	
LSU	sequence	GenBank	KU986891,	MycoBank	MB814833).




	 Notes	—	Geoglossum raitviirii is characterised by medium 
sized	brown	ascocarps	with	 squamous	or	 granulose	 stipes,	
which are normally lighter than the ascigerous part, relatively 
short	and	broad,	8-spored	asci,	predominantly	7-septate	asco-
spores,	and	long,	swollen	apical	cells	of	the	paraphyses.	Among	
other species of Geoglossum	with	7-septate	ascospores	it	is	
most similar to G. chamaecyparinum, G. variabilisporum, and 
G. lineare.	Geoglossum chamaecyparinum	(Arauzo	&	Iglesias	
2014)	shares	similar	morphology	with	G. raitviirii, but differs 
in	more	narrow	and	 long	asci	 ((164.5–)181.5–196(–217)	× 
(16–)19.5–23(–25.5)	μm)	and	more	narrow	ascospores	((50–) 
72–82(–90)	×	(5–)6(–6.5)	μm).	Geoglossum variabili sporum 
can	be	recognised	by	smaller	ascocarps	(0.6–1.9	cm),	narrower	
and	 shorter	 asci	 ((124–)145.5–169(–187)	×	 (15.5–)18.5–
21(–24)	μm)	and	by	presence	of	the	considerable	number	of	
ascospores	with	more	than	7	septa	(Arauzo	&	Iglesias	2014).	
Geoglossum chamaecyparinum and G. variabilisporum are 
known from Spain, where they were found on sandy soil under 
Chamaecyparis lawsoniana.	Geoglossum lineare described 
from pasture land in Sweden can be separated from G. raitviirii 








Numbers at branches indicate Maximum likelihood bootstrap 
values	≥	75	%	and	Bayesian	posterior	probabilities	≥	0.95.	The	
scale	bar	represents	the	number	of	nucleotide	changes	per	site.
 Colour illustrations.	 Primorsky	Kray,	Terneysky	District,	 Sikhote-Alin	
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Toxicocladosporium hominis Sandoval-Denis,	Gené	&	Deanna	A.	Sutton,	sp. nov.
 Etymology.	Referring	to	the	isolation	source	of	the	ex-type	strain.
 Classification — Cladosporiaceae, Capnodiales, Dothideo­
mycetes.
Colonies	sporulating	on	synthetic	nutrient-poor	agar.	Mycelium 
branched, septate, smooth, subhyaline to pale brown, hyphae 
1.5–3	μm	wide.	Conidiophores simple or branched, subcylin-
drical, erect, thickening toward the apex, dark brown, smooth- 
and	 thick-walled,	 70–113	×	 3–3.5	μm.	Conidiogenous cells 
integrated,	polyblastic,	terminal,	geniculate,	dark	brown,	13–30	
×	3–4	μm;	scars	truncate,	thickened	and	darkened,	1.5–2	μm	
wide.	Primary ramoconidia cylindrical, dark brown, smooth- 
and	thick-walled,	15–32	×	2–4	μm,	0–2-septate.	Secondary 
ramoconidia subcylindrical to cylindrical, pale to dark brown, 
smooth-	 and	 thick-walled,	 11–15	×	 2.5–4	μm,	 0–1-septate,	
sometimes constricted at the septum, giving rise to branched 
conidial	chains;	scars	darkened,	thickened,	0.5–1.5	μm	diam. 
Intercalary conidia subcylindrical, brown, smooth- and thick-
walled,	9–16	×	3–4	μm,	0–1-septate,	usually	constricted	at	
the	septum.	Small terminal conidia ellipsoidal to clavate, brown, 
smooth-walled,	5.5–8	×	2.5–3.5	μm.






On	OA	at	 25	°C	attaining	 9–12	mm	diam	after	 14	d,	 olive-
brown	(4E4/4D3),	 flat,	velvety	 to	dusty;	 reverse	olive-brown	
(4E4/4D3).
 Typus.	USA,	Florida,	Daytona	Beach,	from	human	broncoalveolar	lavage	 
fluid, D.A. Sutton	(holotype	FMR	H-13297,	isotype	deposited	at	CBS,	cul- 
tures	 ex-type	FMR	13297	 =	UTHSCSA	DI-13-172	 =	CBS	140694,	 ITS	
sequence	GenBank	LN834444,	LSU	sequence	GenBank	LN834448,	Myco-
Bank	MB814942).
	 Notes	—	The	genus	Toxicocladosporium,	typified	by	T. irri­ 
tans,	currently	includes	12	species.	Segregated	from	Clado­
sporium, Toxicocladosporium differs in the presence of con-
spicuous, dark septa in the conidiophores and conidia, and 
by having flat, thickened and refractive conidiogenous scars 
in contrast to the coronate scars of Cladosporium	 (Crous	et	
al.	 2007b).	Toxicocladosporium hominis is phylogenetically 




respectively, in T. strelitziae.	In	addition,	the	latter	species	has	
smooth to verruculose ramoconidia, secondary ramoconidia 
and intercalary conidia, without constrictions in the medial 
portion	or	at	the	septum.




(GenBank	EU040243;	 Identities	=	 510/526	 (97	%),	Gaps	=	
4/526	 (0	%))	 and	T. pini CPC	23639 (GenBank	KJ869160;	
Identities	=	505/527	(96	%),	Gaps=	6/527	(1	%)).	Closest	hits	
using	 the	LSU	sequence	were	 to	T. strelitziae CBS	132535	
(GenBank	NG042687;	 Identities	=	542/547	 (99	%),	Gaps	=	
2/547	 (0	%)),	T. irritans CBS	185.58 (GenBank	EU040243;	
Identities	=	542/547	(99	%),	Gaps	=	2 /547	(0	%))	and	Clado­
sporium	 sp.	ATCC	28310 (GenBank	KP780464;	 Identities	=	
539/547	(99	%),	Gaps	=	2/547	(0	%)).
 Colour illustrations. USA,	Florida,	view	of	Daytona	Beach	(image	credit:	
First Glow	by	Kaitlynne-Rae	Landry);	colony	on	PDA	after	14	d	at	25	°C,	
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Pisolithus aureosericeus M.P.	Martín,	Kaewgrajang,	Phosri	&	Watling,	sp. nov.
 Etymology.	From	Latin	aureus and sericeus, referring to the colour and 
texture	of	the	peridium.	
	 Classification	—	Sclerodermataceae, Boletales, Agaricomy­
cetes.
	 Macroscopic	characteristics	—	Basidiomes subglobose to 
broadly	ellipsoid,	gasterocarp,	10–50	mm,	sessile.	Peridium 
surface	slightly	velvety,	golden	yellow	at	first,	later	buff	to	snuff	
brown.	Rhizomorphs	 at	 the	 base,	 small,	 0.8–1.3	mm	high	
×	 0.3–0.5	 diam.	Gleba orange-brown become ferruginous 
powdery	mass	at	maturity	by	the	breakdown	of	the	peridioles.	
Peridioles	subglobose	to	broadly	ellipsoid,	0.2–0.8	×	1.0–1.2	
mm diam, thin-walled, surface smooth, bright yellow or greenish 
yellow,	later	a	snuff-brown	powdery	mass	when	they	mature.







on clay loam soil, under Hopea odorata trees, 8	Aug.	2012,	T. Kaewgrajang 
KUFF001 (holotype	Herbarium	Kasetsart	University,	ITS	sequence	GenBank	
KU351837,	MycoBank	MB851695).
 Additional materials examined.	thailand,	Nakhon	Ratchasima,	alt.	470	m,	 
N14°29'59"	E101°56'22",	on	clay	loam	soil,	under	Hopea odorata trees, 8	Aug.	 




	 Notes	—	The	genus	Pisolithus has for a long time been 
considered a genus of species with mainly a xerophytic life-
strategy, being found in shrub-land, woodland-clearings, even 
wasteland,	and	all	generally	on	highly	mineral	soils	(Pilát	1958).	
For many years the dark coloured, elongated, narrow stemmed 
Pisolithus kisslingii was perhaps the only species linked to 
tropical areas being described from the rain forest in Sumatra 
(Fischer	1906);	although,	specimens	of	this	genus	had	been	
located	amongst	the	dried	collections	of	the	late	John	H.	Corner	
now	housed	 in	 the	herbarium	of	 the	Royal	Botanic	Garden,	
Edinburgh.	However,	after	intensive	work	in	the	last	few	years	
in more tropical plant-communities has demonstrated a wealth 
of species of Pisolithus	present	certainly	in	South-East	Asia.	
The	present	study	delimits	a	further	species,	similar	in	colour	
to P. aurantioscabrosus, but differing markedly in the smoother 
and slightly velvety outer surface of the exoperidium in contrast 
to	the	erect	squamules	of	the	former.	Phylogenetic	analyses	
(parsimony),	 based	on	 three	 collections	 (six	 specimens/six	
sequences)	of	P. aurosericeus, and previously published data, 
mainly	from	Martin	et	al.	(2002),	Phosri	et	al.	(2012),	Martín	et	al.	 
(2013)	 clearly	 grouped	 the	 new	 sequences	with	 species	 of	
P. aurantioscabrosus from Malaysia collected under Shorea 
macropera.	However,	the	specimens	of	P. aureosericeus form 
a cluster together as a group of their own, and were collected 
under Hopea odorata.	Moreover,	the	peridium	surface	is	slightly	
velvety and golden yellow, and the basidiospores are strongly 
ornamented with wedge-shaped extensions giving a very rough 
appearance;	although	Pisolithus spores are ornamented this 
present feature is rather uncommon in the genus and helps to 
delimit	this	new	taxon	under	the	microscope.	
One of the 100 equally most parsimony trees obtained after 
a	 heuristic	 search	 of	 the	 ITS	 sequence	 alignment	 (PAUP	
v.	4.0b10).	 Following	Phosri	 et	 al.	 (2012)	 and	Martín	 et	 al.	
(2013),	sequences	of	Suillus luteus and Scleroderma citrinum 
were	included	as	outgroup.	Pisolithus sequences were distri-
buted	in	15	main	clades,	clade	number	after	Martin	et	al.	(2002);	
percentage	of	bootstrap	values	(>	50	%)	are	indicated	on	the	
branches.	The	P. aureosericeus clade is marked with a grey 










 Colour illustrations.	Thailand,	Nakhon	Ratchasima	 (T.	Kaewgrajang);	





Clade 13, P. indicus
GU373495, Suillus luteus
FM213344S, Scleroderma citrinum
KUFF002 (2), KU351836, P
KUFF003 (1), KU351838, P
KUFF002 (1), KU351835, P
KUFF003 (2), KU351839, P
(Clade 10, AF374624, Pisolithus sp.)
(Clade 10, AF374646, Pisolithus sp.) 
KUFF003 (3), KU351840, P
(Clade 9, AF440867, P. microcarpus)
















Clade 11, P. aurantioscabrosus
Clade 1, Pisolithus sp.
Clade 12, P. abditus 
Clade 9, P. microcarpus
Clade 8 (Pisolithus sp.)
Clade 7, P. albus complex
Clade 2, P. marmoratus
Clade 6, P. tinctorius
Clade 5, P. orientalis
Clade 4, P. arhizus
Clade 3, P. calongei
Clade 14, P. capsulifer
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Coprinus littoralis	G.	Moreno, Carlavilla,	Heykoop,	Manjón,	A.	Sánchez, sp. nov.
 Etymology.	Name	 reflects	 the	 habitat,	 littoral	 dunes,	 from	which	 this	
fungus	was	collected.




pinkish tinges, veil thick, ochraceous, persistent at centre, 








times slightly broadened base, dark black, germ pore central to 
slightly	eccentric	toward	the	abaxial	spore	side,	up	to	2.5–3	µm	
diam.	Basidia and pseudoparaphyses could not be observed 
due	 to	 deliquescence.	Pleurocystidia	 not	 observed.	Cheilo­
cystidia probably present in young specimens but the material 
studied was always very mature, with the gill-edge completely 
deliquesced.	Clamp­connections absent, only pseudoclamps 
present. Elements of veil	45–200	×	5–30	µm,	consisting	of	






psammophilous	 in	dunes,	5	Apr.	2013,	A. Sánchez	 (holotype	AH	45819,	
ITS	sequence	GenBank	KU686920,	LSU	sequence	GenBank	KU686903,	
MycoBank	MB815823).




GenBank,	KU686922,	KU686905).	Coprinus comatus: sPain,	Alcalá	 de	
Henares,	Campus	universitario,	Facultad	de	Biología,	in	a	garden,	15	Nov.	
2008,	J. Rejos & G. Moreno,	AH	44095	(ITS,	LSU	sequences	GenBank,	
KU686915,	KU686898);	Madrid,	Valdemorillo,	 in	open	area	 in	a	 forest	of	






6	Dec.	 2014,	J.R. Carlavilla,	AH	45795	 (ITS,	 LSU	sequences	GenBank,	
KU686911,	KU686894);	Alcalá	 de	Henares,	Campus	universitario,	Resi-
dencia	Crusa,	in	a	garden,	28	Oct.	2015,	P. Rosario,	AH	45832	(ITS,	LSU	
sequences	GenBank,	 KU686912,	 KU686895);	 idem,	 4	Nov.	 2015,	AH	
45831	(ITS,	LSU	sequences	GenBank,	KU686918,	KU686901);	Alcalá	de	
Henares,	Campus	universitario,	Escuela	Politécnica,	 in	a	garden,	6	Nov.	
2015,	A. López­Villalba, J.R. Carlavilla & G. Moreno,	AH	45830	(ITS,	LSU	
sequences	GenBank,	KU686917,	KU686900).	Coprinus pinetorum: sPain, 
Madrid,	Rivas	Vaciamadrid,	 in	humus	of	Pinus halepensis,	18	Nov.	2011,	
M. Martín, L. Rubio­Casas, L. Rubio­Roldán & G. Moreno,	 holotype	AH	
44094	 (ITS,	 LSU	sequences	GenBank,	KU686924,	KU686907);	Madrid,	
Rivas	Vaciamadrid,	in	humus	of	Pinus halepensis,	18	Nov.	2011,	M. Martín, 




G. Moreno & R. Galán,	AH	45815	(ITS,	LSU	sequences	GenBank,	KU686927,	









littoralis is	significantly	related	to	C. comatus, C. sterquilinus, 
C. vosoustii and C. pinetorum.	They	all	belong	to	subsect.	Co­
prinus	s.	Uljé	(the	C. comatus	group).	Coprinus comatus differs 
from C. littoralis	by	its	more	robust	habit,	smaller	spores	(9–12.5	
×	7–9	µm)	and	by	fruiting	on	strongly	nitrified	sites	(gardens,	
roadsides	and	paths	or	on	lawns).	Coprinus sterquilinus differs 
from C. littoralis	by	its	larger	spores	(17–26	×	10–15	µm)	and	
the	habitat	on	dung. Coprinus vosoustii, considered by Moreno 
&	Heykoop	(1998)	as	a	synonym	of	C. calyptratus, resembles 
C. littoralis because of the thick and persistent star-shaped 
ochraceous	veil	 on	 the	cap	as	well	 as	by	 the	 large	spores.	
Nevertheless, Coprinus littoralis differs from C. vosoustii by the 
strict psammophilous habitat and the absence of a napiform 
rooting	stipe.	Coprinus pinetorum differs from C. littoralis by its 
fibrillose	flocculose	veil,	smaller	spores	(8–11	×	5.5–8	µm)	and	
by fruiting among needles of Pinus halepensis.
Macroscopically, Coprinus spadiceisporus, a very rare species 
described	 from	 the	State	 of	Washington	 by	Van	 de	Bogart	
(1976),	is	also	a	C. comatus-like	fungus.	Nevertheless,	it	differs	
from C. littoralis by fruiting on dung and by its veil with small 
somewhat	appressed	scales	(Van	de	Bogart	1976).	Uljé	et	al.	
(1998)	revised	the	type	of	C. spadiceisporus and synonymised 
it with C. roseistipitatus, which also was described fruiting on 
dung	of	 rabbit	and	deer.	Coprinus spadiceisporus has been 
collected	 in	Spain	 (Lleida)	 by	Tabarés	&	Rocabruna	 (2002)	
fruiting	on	dung	of	rabbit.	Another	C. comatus-like fungus which 
resembles Coprinus littoralis is C. levisticolens.	However,	Co­
prinus levisticolens differs from C. pinetorum by its scaly cap, 
smaller	spores	(11–14.5	×	7–8	µm)	and	by	fruiting	on	sandy	soil	
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Fungal	Planet	454	–	4	July	2016
Coprinus pinetorum G.	Moreno,	Carlavilla,	Heykoop	&	Manjón, sp. nov.
 Etymology.	Name	reflects	the	habitat,	humus	of	Pinus halepensis, from 
which	this	fungus	was	collected.




breaking up into small and fragile whitish upturned scales, 
except at centre, that stays smooth and becomes creamy to 
strawish	creamy.	Gills	crowded,	first	white,	and	then	pinkish	to	
black, the gill-edge whitish, probably due to the presence of 
numerous	cheilocystidia,	strongly	deliquescent	when	mature.	
Stem	60–120	×	10–17	mm,	whitish,	with	movable	fragile	ring	on	
lower part, upperside strawish whitish, underside greyish flesh 
coloured, with up to 22 mm wide bulbous to subbulbous base, 
hollow,	with	central	strand.	Spores	8–11	×	(5–)5.5–8	µm	av.	
8.1–10.6	×	5.9–6.9	µm	(4	collections),	Qav.	=	1.38–1.62,	smooth,	
ellipsoid, sometimes slightly broadened base, dark black, germ 
pore	central,	up	to	1–1.5	µm	diam.	Basidia	14–35	×	10–13	µm	
(excl.	sterigmata),	sterigmata	up	to	4	µm	in	length,	4-spored,	
hyaline, sometimes with brownish vacuolar pigment toward 
the	base,	surrounded	by	6–8	pseudoparaphyses.	Cheilocys­
tidia probably present in young specimens but the material 
studied was always very mature, with the gill-edge completely 
deliquesced.	Pleurocystidia	not	observed.	Clamp­connections 




soil under Pinus halepensis.	Rare	in	the	studied	area.
 Typus.	sPain,	Madrid,	Rivas	Vaciamadrid,	in	humus	of	Pinus halepensis, 
18	Nov.	2011,	M. Martín, L. Rubio­Casas, L. Rubio­Roldán & G. Moreno 
(holotype	AH	44094,	 ITS	sequence	GenBank	KU686924,	LSU	sequence	
GenBank	KU686907,	MycoBank	MB815824).
 Additional specimens examined.	Coprinus pinetorum: sPain, Madrid, 
Rivas	Vaciamadrid,	in	humus	of	Pinus halepensis,	18	Nov.	2011,	M. Martín, 




G. Moreno & R. Galán,	paratype	AH	45815	(ITS,	LSU	sequences	GenBank,	
KU686927,	KU686910). Coprinus comatus: sPain,	Alcalá	 de	Henares,	
Campus	universitario,	Facultad	de	Biología,	in	a	garden,	15	Nov.	2008,	J. 
Rejos & G. Moreno,	AH	44095	(ITS,	LSU	sequences	GenBank,	KU686915,	
KU686898);	Madrid,	Valdemorillo,	in	open	area	in	a	forest	of	Quercus ilex 











Politécnica,	 in	a	garden,	6	Nov.	2015,	A. López­Villalba, J.R. Carlavilla & 
G. Moreno,	AH	 45830	 (ITS,	 LSU	 sequences	 GenBank,	 KU686917,	
KU686900). Coprinus littoralis: sPain,	Huelva,	Playa	Coto	 de	Doñana,	
National	Park	of	Doñana,	psammophilous	in	dunes,	5	Apr.	2013,	A. Sánchez, 
holotype	AH	45819	(ITS,	LSU	sequences	GenBank,	KU686920,	KU686903);	
Huelva,	Playa	de	Doñana,	National	Park	 of	Doñana,	 psammophilous	 in	
dunes,	6	Apr.	2013,	A. Sánchez,	AH	45860	(ITS,	LSU	sequences	GenBank,	
KU686921,	KU686904),	idem,	7	Apr.	2013,	AH	45859	(ITS,	LSU	sequences	










pinetorum	is	significantly	related	to	C. comatus, C. sterquilinus, 
C. vosoustii and C. littoralis.	They	all	belong	to	subsect.	Copri­
nus	s.	Uljé	(the	C. comatus	group).	Coprinus comatus differs 
from C. pinetorum by its more robust habit and by fruiting on 
strongly	 nitrified	 sites	 (gardens,	 roadsides	 and	 paths	 or	 on	
lawns).	Coprinus sterquilinus differs from C. pinetorum by its 
solitary	basidiocarps,	very	large	spores	(17–26	×	10–15	µm)	
and	the	habitat	on	dung.	Coprinus vosoustii differs from C. pine­ 
torum by its ovoid cap, thick ochraceous and persistent veil 
forming a star-shaped layer at centre, and much larger spores 




Macroscopically, C. spadiceisporus, a very rare species de-
scribed	from	the	State	of	Washington	by	Van	de	Bogart	(1976),	
is also a C. comatus-like	fungus.	Nevertheless,	it	differs	from	
C. pinetorum by fruiting on dung and by its spores with eccen-
tric	germ	pore	(Van	de	Bogart	1976).	Another	C. comatus-like 
fungus which resembles Coprinus pinetorum is C. levisticolens.	
However,	C. levisticolens differs from C. pinetorum by its scaly 
cap,	larger	spores	(11–14.5	×	7–8	µm)	with	eccentric	germ	pore	
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clade and the new yeast strains, placed the latter with C. north­ 
wykensis	 in	 a	 separate	 subclade	 (100	%	support).	Pairwise	
comparison of sequences from multiple alignment data showed 
that	the	new	strains	have	97	%	identity	with	C. northwykensis 
(1	121	identical	nt.,	14	subst.	in	ITS	and	11	subst.,	1	gap	in	LSU),	
93	%	with	C. fermenticarens (1	080	 identical	 nt.,	 44	 subst.,	 
10	gaps	in	ITS	and	23	subst.,	3	gaps	in	LSU)	and	91	%	identity	
with P. melissophilus (1	054	nt.,	47	subst.,	10	gaps	in	ITS	and	
24	subst.,	2	gaps	in	LSU).	Nine	physiological	characteristics	




these strains to the newly proposed species, Priceomyces 
vitoshaensis.
New combinations in the genus Priceomyces.
Based on the results of phylogenetic analysis of combined 
LSU	and	ITS	rDNA	we	propose	new	combinations	in	the	genus	
Priceomyces for the following species that previously belonged 
to the genus Candida.
Priceomyces fermenticarens (Van	der	Walt	&	Baker) Goulia-
mova,	Dimitrov,	M.T.	Sm.,	M.M.	Stoilova-Disheva	&	
	 M.	Groenew.,	comb. nov. — MycoBank	MB310255
Basionym. Candida fermenticarens, Van	der	Walt	&	Baker,	Bothalia	12:	561.	 
1978.	
Priceomyces northwykensis (Ravella	 et	 al.)	Gouliamova,	
Dimitrov,	M.T.	Sm.,	M.M.	Stoilova-Disheva	&	M.	Groenew.,	
 comb. nov. — MycoBank	MB560189











 Colour illustrations. Bulgaria,	Vitosha	Mountain,	large	stone	river	Zlatnite	
Mostove	(Golden	Bridges)	(Photo:	Alexandra	Toneva);	a.	Pterostichus melas 




Millerozyma farinosa Y-7553T FR668054/U45739
Millerozyma acaciae Y-7117T EU343866/U45767
Priceomyces carsonii YB-4275T AB054097/U45743
Priceomyces haplophilus Y-7860T DQ409169/U45770
Priceomyces medius Y-7122T AB054119/U45768
Priceomyces castillae Y-7501T DQ409168/U4576971
Priceomyces melissophilus Y-7585T AB054021/U45740
Priceomyces fermenticarens Y-17321T EU343829/AB013525
Priceomyces northwykensis NCYC-3525T FM179646/FM179640
Priceomyces vitoshaensis 3R KC810955/KC810946
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 Etymology.	G.	μακρό-, large, and -σπορά,	spore,	referring	to	the	big	size	
of	the	conidia.
	 Classification	—	Didymellaceae, Pleosporales, Dothideo­
mycetes.
Hyphae	pale	to	dark	brown,	3–10	μm	wide,	thin-	to	thick-walled,	
smooth to granulose due to the production of dark granules, sep-
tate,	anastomosing.	Conidiomata pycnidial dark brown, pyriform 
to	heart-shaped	by	the	occasional	production	of	2–3(–4)	necks,	
rarely	globose,	100–300	×	100–300	μm;	peridium	3–5-layered,	










guttulate, sometimes producing a similar conidia on a lateral 
bulge,	 then	 forming	 irregular	 chains.	Chlamydospores ab- 












LN880536,	LSU	sequence	GenBank	LN880537,	actA sequence GenBank 
LN880538,	tub2	sequence	GenBank	LN880539,	MycoBank	MB815051).
	 Notes	—	This	 fungus	was	 isolated	 from	a	human	clinical	
specimen.	Morphologically,	Nothophoma macrospora resem-
bles	the	species	previously	classified	into	Phoma section Macro­
spora	 (Boerema	et	 al.	 2004),	 i.e.	Phoma andropogonivora, 
P. boeremae, P. chenopodii, P. commelinicola, P. gossypiicola, 
P. necator, P. rabiei, P. xanthina and P. zeae­maydis.	These	
species	produce	the	largest	conidia	of	the	genus.	Based	on	a	
megablast search of NCBIs GenBank nucleotide database, the 
closest	hits	using	the	LSU	sequence	are	Peyronellaea combreti 
(GenBank	KJ869191;	 Identities	=	887/889	(99	%),	no	gaps)	
and Peyronellaea prosopidis (GenBank	KF777232;	Identities	
=	887/889	(99	%),	no	gaps).	Closest	hits	using	ITS	sequence	
are Leptosphaerulina australis	(GenBank	KF293970;	Identities	












LSU,	tub2 and actA sequences, corroborated that our fungus 
represents a new species of the genus Nothophoma, N. gos­
sypiicola being the most phylogenetically and morphologically 






Maximum likelihood tree obtained from the combined DNA 






of the different species are indicated with T.	The	new	species	















Nothophoma anigozanthi CBS 381.91
Nothophoma quercina CBS 633.92
Nothophoma infossa CBS 123395 T
Nothophoma macrospora sp. nov. UTHSC DI09-853
Nothophoma gossypiicola CBS 377.67
Phoma bulgarica CBS 357.84T
Phoma herbarum CBS 615.75
Phomatodesnebulosa CBS 117.93
Neoascochyta paspali CBS 560.81T
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	 Classification	—	Entolomataceae, Agaricales, Agaricomy­
cetes.
Basidiomata small-sized,	mycenoid. Pileus	 5‒12	mm	diam,	















or irregularly shaped, intermixed with basidia, in some basidio-
mata	rare	or	absent.	Pileipellis a plagiotrichoderm to trichoderm 
in	the	centre,	of	cylindrical	to	slightly	inflated	hyphae	10–20	μm	 
wide with swollen terminal elements and bluish-violaceous 
intracellular	pigment.	Clamp-connections	present.
 Habit,	Habitat	 &	Distribution	—	In	 a	 small	 group	 among	
Sphagnum in Picea abies	forest.	Known	from	European	Russia.
 Typus. russia,	Tver	Region,	Staritsa	District,	vicinities	of	the	Krutitsy	Vil-
lage,	N56°18'35.2"	E34°52'07.7",	13	Sept.	2015,	M. Dyakov, O. Morozova, 
E. Popov & A. Alexandrova	(holotype	LE	311767,	ITS	sequence	GenBank	
KU666558,	LSU	sequence	GenBank	KU710222,	MycoBank	MB815745).
	 Notes	—	Entoloma krutiсianum represents a species of the 
subgenus Leptonia due to the presence of clamp-connections, 
absence of brilliant granules and plagiotrichoderm to trichoderm 
pileipellis.	It	resembles	E. lepidissimum	by	its	small-sized	my-
cenoid basidiomata with deep blue and violet colours, including 
coloured	lamellae.	Microscopically,	the	scattered	cheilocystidia	
also	make	them	similar.	However,	E. krutiсianum can be recog-
nized	by	the	colour	of	the	pileus,	which	is	clearly	different	from	
the stipe, the presence of the reddish lilac tint in the lamellae, 
as well as smaller spores with pronounced angles and attenu-
ate	hilum.	The	ITS1-5.8S-ITS2	region	of	the	newly	described	





of	the	pileus): E. coelestinum – by the white lamellae, smaller 
spores and more conical pileus, E. chytrophilum possesses 
white	lamellae,	nodulose	spores	and	more	applanate	pileus.	
Both varieties of E. callichroum	are	characterized	by	the	similar	
coloration of the basidiomata, but their spores are larger and 
cheilocystidia	(if	present)	are	broadly	clavate,	never	lageniform.	
One	more	species	with	coloured	lamellae	–	E. euchroum	–	usu-
ally is more robust and possesses larger spores with rather 
blunt	angles.
Phylogenetic tree derived from Bayesian analysis, based on 
nrITS1-5.8S-ITS2	data.	Analysis	was	performed	under	GTR	
model,	for	3	M	generations,	using	MrBayes	v.	3.2.1	(Ronquist	
et	al.	2012).	The	ML	analysis	was	 run	 in	 the	RAxML	server	
(http://phylobench.vital-it.ch/raxml-bb/index.php	 (Stamatakis	
et	 al.	 2008)).	 Posterior	 probability	 (PP	>	0.95)	 values	 from	
the Bayesian analysis followed by bootstrap values from the 
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Xerocomellus poederi G.	Moreno, Heykoop,	Esteve-Rav.,	P.	Alvarado	&	Traba, sp. nov.
 Etymology. Named	after	Reinhold	Pöder,	Austrian	mycologist	and	special-
ist in Boletales,	who	passed	away	in	August	2015.	







4/6,	4/8);	context in cap whitish, reddish under the epicutis, 
staining	slightly	bluish	when	bruised	or	cut.	Margin	irregular,	
concolorous	 to	 slightly	 paler,	 not	 hygrophanous	nor	 striate.	
Tubes	up	to	0.8	mm	in	length,	depressed	around	the	stipe,	ven-





(Mu	2.5Y	8/4,	8/6),	surface	slightly	granulose;	context in stem 




µm	 (8	 collections),	Qav.	 =	 2.56–3.17,	 fusiform,	 smooth	with	








the stem consisting of basidia, basidioles and cystidia similar 
to	those	present	in	the	hymenium.	Pileipellis a trichodermium 
consisting of septate hyphae, the cylindrical cells of the hyphae 
with thick walls, terminal cells very variable in shape, cylindrical 
(narrower	than	lower	cells)	to	lageniform,	30–40	×	9–11	µm,	
with	 abundant	 yellowish	pigment	 forming	patches	or	 strips. 
Clamp­connections not	seen.
	 Habit,	Habitat	&	Distribution —	Growing	solitary	to	gregari-
ous on acid soil under Quercus robur.	Very	abundant	 in	 the	
studied	area.
 Typus.	sPain,	Lugo,	Parque	Río	Rato,	Concello	de	Lugo,	 in	humus	of	
Quercus robur,	1	Nov.	2013,	G. Moreno & J.M. Traba	(holotype	AH	44050,	
ITS	sequence	GenBank	KU355475,	LSU	sequence	GenBank	KU355488,	
MycoBank	MB815475).
 Additional specimens examined.	Xerocomellus poederi: sPain,	Lugo,	
Parque	Río	Rato,	Concello	de	Lugo,	 in	humus	of	Quercus robur,	1	Nov.	
2013,	G. Moreno & J.M. Traba,	paratype	AH	44051	(ITS,	LSU	sequences	
GenBank,	KU355476,	KU355489);	 idem,	 paratype	AH	44052	 (ITS,	 LSU	
sequences	GenBank,	KU355477,	KU355490);	 idem,	paratype	AH	44053;	
idem,	 paratype	AH	45804	 (ITS,	 LSU	 sequences	GenBank,	 KU355478,	
KU355491);	Lugo,	Concello	de	O	Corgo,	Finca	O	Fia,	in	humus	of	Quercus 
robur,	2	Nov.	2013,	G. Moreno, J.M. Traba & J.M. Castro­Marcote, paratype 
AH	45855;	A	Coruña,	Vimianzo,	in	humus	of	Quercus robur, Corylus avellana 
and Laurus nobilis,	29	Aug.	2015,	J.M. Castro­Marcote,	paratype	AH	45803	
(ITS,	LSU	sequences	GenBank,	KU355480,	KU355491);	Orense,	Leiro,	in	





in humus of Quercus pyrenaica,	20	June	2010,	D. Saavedra, Y. Fernández 
& L. Rubio­Casas,	AH38968	(ITS,	LSU	sequences	GenBank,	KU355473,	
KU355486).	Xerocomellus porosporus: sPain,	Segovia,	Ermita	de	Hontan-
ares,	Riaza,	in	humus	of	Quercus pyrenaica,	12	June	2010,	L. Rubio­Roldán 
& L. Rubio­Casas,	AH	38964	(ITS,	LSU	sequences	GenBank,	KU355481,	
KU355493).	Xerocomellus ripariellus: sPain, Madrid, Velilla de San Anto-
nio, in humus of Populus alba,	3	July	2010,	M. Martín,	AH38971	(ITS,	LSU	
sequences	GenBank,	KU355482,	KU355494).	Xerocomus subtomentosus: 





and Q. ilex	ssp.	ballota,	6	Sept.	2013,	J.M. Barrasa,	AH45790	(ITS,	LSU	se	- 
quences	GenBank,	KU355485,	KU355496).
 Notes —	Xerocomellus poederi is morphologically charac-
terised	by	its	small	size,	the	reddish	cylindrical	fusiform	long	
stem in relation to the cap diameter, the dark reddish context in 
the lower part of the stipe and by fruiting isolated to gregarious 
on acid soil under Quercus robur.
In	our	ITS	phylogeny	(MycoBank	supplementary	data)	Xero­
comellus poederi is closely related to X. chrysenteron, X. poro­
sporus and X. sarnarii, and to a lesser degree to X. dryophilus, 
all	of	them	belonging	to	the	difficult	X. chrysenteron complex 
(Peintner	et	al.	2003).	The	whole	genus	is	strikingly	different	
from Xerocomus	and	other	taxa.	Xerocomellus chrysenteron 
differs from X. poederi because of its more robust habit and 
its differently coloured stem context, with greenish to yellowish 
green tinges in the base, never dark reddish, and also because 
of its association with conifers or Fagus	in	Southern	Europe.	
Xerocomellus porosporus differs from X. poederi because of 
the dark brownish colours lacking dark reddish tinges in the 
context at the base of the stem, as well as its apically truncate 
spores	with	a	distinct	germ	pore.	Xerocomellus dryophilus, a 
species	described	by	Thiers	(1975)	from	California,	resembles	
X. poederi because of the dark reddish context at the base of 
the stem, a feature which led many authors to confuse both taxa 
(Simonini	1994,	Pérez	de	Gregorio	1995,	Ladurner	&	Simonini 
2003);	however,	it	differs	from	X. poederi because of its larger 
habit, the short stem in relation with the cap diameter, and a 
strict association to Quercus agrifolia	(coast	Live	Oak)	(Bessette	
et	al.	2000,	Desjardin	et	al.	2015). Xerocomellus sarnarii, a 
species	described	recently	by	Ariyawansa	et	al.	(2015)	from	
Italy, is macroscopically similar to X. poederi;	however,	it	differs	
from X. poederi because of its spores which have a small trun-
cature at the apex and a strict association with Mediterranean 
sclerophilous forests of Quercus ilex and Q. suber.
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	 Classification	—	Massarinaceae, Pleosporales, Dothideo­
mycetes.
Mycelium	 superficial	 and	 immersed,	hyphae	hyaline	 to	pale	
brown,	smooth,	branched,	septate.	Conidiophores erect, brown 
to	 red-brown,	 synnematous,	 septate,	 compacted.	Conidio g­ 
enous cells polytretic, sympodial, integrated, determinate, ter- 
minal,	 cylindrical.	Conidia catenate in easily disarticulating 
chains, obclavate, subcylindrical, occasionally bifurcate, brown, 
distoseptate,	hilum	darkened,	thickened	and	refractive.	Sexual 
morph	unknown.
 Type species.	Helminthosporiella stilbacea (Moreau)	Hern.-Restr.,	G.A.	
Sarria & Crous.
	 MycoBank	MB816988.
Helminthosporiella stilbacea (Moreau) Hern.-Restr.,	G.A.	Sarria	&	Crous,	
 comb. & stat. nov. 
 Basionym.	Cercospora palmicola f. stilbacea Moreau,	Rev.	Mycol.	12:	
38.	1947.
 ≡ Helminthosporium stilbaceum	 (Moreau)	S.	Hughes,	Mycol.	Pap.	48:	
38.	1952.
 ≡ Exosporium stilbaceum	 var.	stilbaceum	 (Moreau)	M.B.	Ellis,	Mycol.	
Pap.	82:	38.	1961.	
 = Exosporium stilbaceum	 var.	macrosporum	 Subramon.	&	V.G.	Rao,	
Journal	of	the	Annamalai	University,	part	B,	Sciences	29:	404.	1971.
Mycelium	 superficial	 and	 immersed,	hyphae	hyaline	 to	pale	
brown,	smooth,	branched,	septate.	Conidiophores erect, brown 
to	red-brown,	synnematous,	septate,	compacted,	620–1400	× 
19–54	µm,	 individual	hyphae	3–4	µm	wide.	Conidiogenous 
cells mono- or polytretic, integrated, determinate, terminal, 
cylindrical,	31–67	×	4.5–7	µm,	straight	or	curved	at	the	apex.	











 Specimen examined.	coloMbia,	 Barrancabermeja,	CENIPALMA,	 on	






it was transferred to Exosporium	 (Ellis	1961).	Nevertheless,	
the generic placement of this species is doubtful in Cerco­
spora or Exosporium and was tentatively accepted in Hel­
minthosporium	(Braun	et	al.	2014).	Helminthosporium as well 
as Helminthosporiella are asexual genera in Massarinaceae 
with	polytretic	conidiogenous	cells	and	distoseptate	conidia.	
However,	 they	 are	molecular	 and	morphologically	 different.	
Helminthosporiella shows terminal conidiogenous cells and 
catenate conidia and species of Helminthosporium have both 
terminal and intercalary conidiogenous cells and solitary co-
nidia.	Another	genus	morphologically	similar	is	Corynespora.	
But Helminthosporiella differs from Corynespora in having 
polytretic and sympodial, instead of monotretic and percurrent 
conidiogenous	cells.	Unfortunately,	it	was	not	possible	to	pro-
pose	a	formal	epi-	or	neotypification,	since	the	geographical	











are Corynespora leucadendri (GenBank	KF251654,	Identities	
=	820/840	(98	%),	Gaps	=	7/840	(0	%)),	Corynespora olivacea 
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Penidiellopsis Sandoval-Denis,	Gené,	Deanna	A.	Sutton	&	Guarro,	gen. nov.
 Etymology.	Named	after	 its	morphological	 resemblance	 to	 the	genus	
Penidiella.
 Classification	— Teratosphaeriaceae, Capnodiales, Dothi­
deomycetes.
Conidiophores differentiated, solitary, erect, straight to geni cu - 
late-sinuous, rarely branched, pale to medium brown, smooth- 
and	 thick-walled.	Conidiogenous cells integrated, terminal 
or intercalary, pale to medium brown, smooth, mono- and 
polyblastic, giving rise to one or more sets of ramoconidia, 
scars truncate, slightly darkened, unthickened and not refrac-
tive.	Ramoconidia	 0–1-septate,	obovoid,	ellipsoid	or	slightly	
clavate, pale to medium brown, smooth- and thick-walled, 
apical part with denticle-like loci, basal scar flattened, slightly 
darkened,	unthickened	and	not	refractive.	Conidia in branched 
acropetal chains, 0-septate, obovoid, ellipsoid or limoniform, 
pale to medium brown, smooth, thick-walled, with conidial scars 
truncate or protuberant, somewhat darkened, unthickened and 
not	refractive.
 Type species.	Penidiellopsis radicularis Sandoval-Denis,	Gené,	Deanna	
A.	Sutton	&	Guarro.
	 MycoBank	MB815361.
Penidiellopsis radicularis Sandoval-Denis,	Gené,	Deanna	A.	Sutton	&	Guarro,	sp. nov.
 Etymology.	Named	after	its	root-like	growth	pattern	in	culture	media.
Mycelium superficial	 and	 immersed,	 composed	 of	 septate,	
branched,	pale	brown,	smooth	to	finely	verruculose	and	thin-
walled	hyphae,	1.5–4.5	μm	wide.	Conidiophores straight or 
geniculate,	septate,	slightly	constricted	at	the	septum,	40–150	
×	3.5–5	μm,	pale	to	medium-brown,	usually	darkening	at	the	





















late branched conidiophores, those of Penidiellopsis are mostly 
unbranched, although its conidial chains exhibit a continuous 
bi-	or	trifurcating	elongation	pattern	(Crous	et	al.	2007a).	The	
monotypic genus Xenopenidiella exhibits also similar morpho-
logical features, however, is genetically distinct and produces 
dimorphic	conidiophores	with	loosely	branched	apices	(Quaed-
vlieg	et	al.	2014).
Our phylogenetic results showed that Ps. radicularis is closely 
related to Pa. aggregata and Pa. drakensbergensis, two spe-
cies not included in Penidiella	s.str.	(sensu	Quaedvlieg	et	al.	
2014)	 (for	 phylogenetic	 tree,	 see	MycoBank).	However,	 the	
new genus Penidiellopsis is genetically well-delimited, and 
also differs from the latter two species by its shorter ramoco-
nidia	(vs	8–15	μm	and	10–15	μm	long	in	Pa. aggregata and 
Pa. drakensbergensis,	 respectively)	 and	 its	wider,	 aseptate	
intermediate	and	terminal	conidia.
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	 Classification	—	Ganodermataceae, Polyporales, Agarico­
mycetes.
Basidiomata	 annual,	 flabelliform,	 pileate,	 pileus	21.6	×	 21.8	
mm, surface glabrous, woody, reddish brown, laccate, upper 
surface covered by cinnamon coloured powder of deposited 
basidiospores.	Basidiospore surface smooth, white when fresh 
and	dark	brown	when	dry,	pores	5–7	per	mm,	round,	thick	walls.	
Stipe	missing	from	sample,	but	lateral.	Hyphal system dimitic, 
skeletal	hyphae	yellow	to	pale	brown,	3.5–5.5	μm	wide,	end	
in	ramifications,	generative	hyphae	thin-walled,	hyaline	to	pale	












to be very similar to G. perzonatum.	 However,	 based	 on	a	
Blastn	ITS	sequence	comparison,	after	trimming	the	18S	and	
28S	sequences	(Schoch	et	al.	2014),	the	highest	similarities	
were obtained with G. orbiforme	from	Brazil,	and	G. cupreum, 
G. mastoporum and G. fornicatum	from	China.	The	sequence	
of Ganoderma sp.	VPB202	 from	Brazil	 is	 actually	 identical,	
but has a low query score due to the discrepancy in sequence 
length,	missing	roughly	25	bases	at	the	3’	end	of	ITS2.	There	
were	seven	consistent	differences,	three	in	ITS1	and	four	in	
ITS2,	between	G. ecuadoriense, collected in the North-western 
Amazon	basin	in	Ecuador,	and	G. orbiforme, collected in the 
South-eastern	Amazon	 in	Brazil.	Twenty	 sequences,	 16	 for	 
G. ecuadoriense and four for G. orbiforme were used in the DNA 
alignment	 analysis.	The	Ganoderma sp.	VPB202	sequence	













 8 3  
 9 2  
 9 2  
 6 9  
 9 1  
 7 9  
 1 0 0  
 G . perzonatum S P 445984 B R A 
 G . perzonatum S P 445985 B R A 
 G . cupreum G anoT K 7 C MR  
 G . orbiforme UR M83335 B R A 
 G . orbiforme UR M83336 B R A 
 G . orbiforme UR M83334 B R A 
 G anoderma s p. V P B 202 B R A 
 G . ec uadoriens e P oly-2-4 E C U  
 G . ec uadoriens e A S L 799 E C U (type) 
 G . ec uadoriens e P MC 126 E C U 
 G . fornicatum T NMF 0009926 C HN 
 G . cupreum HMAS 130804 C HN 
 G . mas toporum T NMF 0018835 C HN 
 G . mas toporum T NMF 0018783 C HN 
 G . cupreum HMAS 99399 C HN 
 G . fornicatum B C R C 35374 C HN 
 G . cupreum DF P 4336 AUS  
 G . fornicatum T NMF 0010592 C HN 
 G . mas toporum F R IM98 MY S  






mined	by	 jModelTest	 (Posada	2008)	according	 to	Corrected	
Akaike	 Information	Criterion	 (AICc).	One	hundred	bootstrap	
replicates	were	used.	Included	in	the	analysis	were	representa-
tive species found in the Blastn search, plus G. per zonatum 
sequences	 because	of	 its	morphological	 similarity.	Sample	
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Blastobotrys meliponae R.N.	Barbosa,	Boekhout, G.A.	Silva,	Souza-Motta	& 
 N.	Oliveira,	sp. nov.
 Etymology.	me.li,po’nae.	N.L.	gen.	n.	meliponae, of the bee genus Meli­
pona.
	 Classification	—	Trichomonascaceae, Saccharomycetales, 
Saccharomycetes.
Hyphae	thin,	1–1.5	µm	wide,	septate,	branched,	hyaline.	Chla­ 
mydospores globose or subglobose, terminal or intercalary, up 
to	5.5	µm	diam.	Conidiophores erect, sympodially branched, 
130–260	µm	long	or	more,	2.0–2.6	µm	wide,	simple	or	branch-
ed,	tapering	upwards,	producing	1–2	joint	conidiogenous	cells.	
Conidiogenous cells are discrete, shortly pedicellate, globose 
to	subglobose,	(1.6–)2.5–3(–4)	µm,	with	one	seta.	The	coni-
diogenous cells separate easily from the conidiophores and 
are	densely	covered	with	conidia	(up	to	15	conidia,	but	mostly	
6–13).	Setae straight, sometimes slightly curved, narrowing 
towards	the	apex,	1-septate,	not	deciduous,	55–124	µm	long	






D-xylose, acetate, glucuronate, erythritol, D-galac tose, D-glu-
cose,	lactose,	D-maltose,	L-sorbose	and	L-rhamnose	are	as-
similated.	D-glucosamine,	glycerol,	 raffinose,	and	mellibiose	













bolically	 inactive	 culture,	 holotype	URM	7224,	 isotype	CBS	14100,	 ITS	
sequences	GenBank	KT448719,	KT448720,	KT448721,	LSU	sequences	
Gen	Bank	KR779215,	KR779216,	KR779217,	MycoBank	MB812601).	
	 Notes	—	Based	on	phylogenetic	 analyses	using	only	 se-
quences of the D1/D2 domains, the three isolates formed a 
clade with B. proliferans,	but	the	sequences	showed	only	91	%	
identity	with	the	LSU	sequences	of	that	species	in	a	BLASTn	
analysis, indicating that these isolates represented a new 
yeast species of Blastobotrys.	Members	of	Blastobotrys with 
a	high	similarity	of	the	LSU	rDNA	D1/D2	domains	to	the	new	
species were: B. attinorum	(GenBank	GU373758;	92	%),	B. pro­ 
liferans (GenBank	EF584541;	91	%)	and	B. nivea	(GenBank	
DQ442690;	90	%).	Blastobotrys meliponae differs from B. nivea 
in having sympodially branched conidiophores, lacking budding 




setae, absence of lateral conidia formed directly on the hyphae, 
absence	of	chlamydospores	and	growth	at	37	°C.	Blastobotrys 
proliferans has a different branching of the conidio phores, con-
idiogenous	cell	size	(3–4.5	×	4.5–7	µm),	setae	with	a	spathulate	
apex in older cultures and presence of distinct refraction bodies 
in	the	conidiogenous	cells.	
 Colour illustrations.	Bees	and	pot	honey	in	the	nest	of	Melipona scutel­
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Russula intervenosa S.	Paloi,	A.K.	Dutta	&	K.	Acharya,	sp. nov.
 Etymology.	‘Intervenosa’	is	the	Latin	transliteration	of	‘intervenose’,	refer-
ring	to	the	pattern	of	lamellae.
	 Classification	—	Russulaceae, Russulales, Agaricomycetes.
Pileus	26–49	mm	diam,	convex	to	broadly	convex	when	young,	
becoming infundibuliform to applanate with a central depres-








with FeSO4,	reddish	brown	(9D8)	with	SV.	Lamellae adnexed, 
4–5	mm	broad,	regular,	with	intervenose	to	reticulate	like	ap- 
pearance,	lamellulae	none,	dull	yellow	(3B3),	edge	even,	con-
colorous,	 light	 yellow	 (4A4)	 to	 yellowish	 orange	 (4A6)	with	
FeSO4,	pale	yellow	(3A3)	with	KOH,	reddish	brown	(9D-E8)	
with	SV,	light	brown	(5D4)	to	yellowish	brown	(5E4)	with	10	%	
phenol.	Stipe	 central,	 8–15	×	 4–6	mm,	 tapered	 toward	 the	
base,	smooth,	semi	moist,	greyish	red	(10C5)	to	brownish	red	
(10D6),	white	 (1A1)	 towards	 extreme	base,	 unchanging	 on	
brushing,	light	brown	(7D7)	to	brown	(7E7)	with	10	%	phenol	
and	SV,	red	(9A6)	to	brownish	red	(9C7)	with	guaiacol;	context	




µm)	and	 low	(0.1–0.4	µm)	ridges	with	 irregularly	 interrupted	
margin that are aligned or connected to give nearly complete 










to fusiform, thin-walled, oil droplets present when viewed with 
KOH.	Pileipellis orthochromatic in cresyl blue, sharply delimi-
ted from the underlying sphaerocytes of the context, distinctly 
divided	into	a	43–50	µm	deep	subpellis	composed	of	loosely	
arranged,	less	gelatinized,	measuring	2.5–4.5	µm	diam,	hya-
line,	 thin-walled	 hyphae	and	 less	 gelatinized,	 c.	 47–64	µm	
deep	suprapellis	composed	of	interwoven,	measuring	c.	36–64	
×	2.5–4	µm,	erect	to	suberect,	thin-walled,	hyaline	hyphae	of	








 Typus.	 india,	West	Bengal,	Paschim	Midnapur,	Lodhasuli	 forest,	ecto-




characters undoubtedly place R. intervenosa in the subgenus 
Amoenula	(Sarnari	1998,	Das	&	Sharma	2005).
Based on a megablast search of NCBIs GenBank nucleotide 
database,	the	closest	hits	using	the	ITS1-5.8S-ITS2	sequence	
had highest similarity with R. violeipes	(GenBank	KF361797;	
Identities	512/548	(93	%),	Gaps	=	12/548	(2	%))	and	R. ma­
riae	(GenBank	EU819426;	Identities	481/529	(91	%),	Gaps	=	
15/529	 (2	%)).	However,	R. violeipes differs from the newly 
described species by its more variegated pileus colours, much 
longer	stipe	(up	to	70	mm)	and	differently	sized	basidiospores	
(6–8	×	6.5–9	µm;	Quélet	1898).	Russula mariae has a more 
fleshy	pileus	with	wider	cap	(up	to	5	mm),	with	flushed	pink	or	
purplish surface that does not react with SV and slowly turns 
blue	green	with	guaia	(Peck	1872,	Bills	&	Miller	1984).	(Myco-
Bank	supplementary	data.)
Considering	 the	overall	 size	and	ornamentation	of	 the	basi-
dio spores and nature of pileipellis, our species is related to 
R. amoena and R. amoenicolor.	However,	R. amoena, the type 
species of the subgenus, can be distinguished from the present 
species in having a pileus coloured shades of purple or violet 
with velvety cuticle, context that turns violet with phenol, much 
longer	and	pruinose	stipe	(up	to	50	mm),	dichotomous	split	of	





Among	 the	New	Zealand	 taxa,	 species	with	 similar	 shape,	
colouration of pileus with smaller stipe: R.	miniata differs by 
the presence of white coloured lamellae, larger basidiospores 
(9.5–11.5	×	8–10	µm),	absence	of	caulocystidia	and	habitat	
under Nothofagus	sp.;	R.	pudorina has a white coloured spore 
print,	larger	basidiospores	(8–10.5	×	7–9	µm),	bitter	taste	and	
habitat under Leptospermum	spp.	(McNabb	1973).	Within	the	
same subgenus Amoenula, previous described species from 
the moist deciduous to mixed subtropical forests of India include 
R. mukteshwarica.	 But,	R. mukteshwarica is more robust 
(6.5–13	cm)	and	has	a	purple	coloured	pileus	with	light	to	bril-
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Crinipellis odorata K.P.D.	Latha	&	Manim.,	sp. nov.
 Etymology.	The	name	refers	to	the	odoriferous	basidiomata	of	this	spe-
cies.
	 Classification	—	Marasmiaceae, Agaricales, Agaricomy­
cetes.
Basidiomata	small	to	medium-sized,	marasmioid,	often	in	dense	 
tufts.	Pileus	 6–31	mm	diam,	 truncately	 conical	 or	 conico-
convex with a small central depression when very young, 
becoming campanulate to broadly campanulate, still with 
a	 small	 central	 depression;	 surface	 dark	 brown	 (8F4,	 8F5/
OAC635)	or	reddish	brown	(8F7/OAC636)	at	the	centre	and	
on	 the	 squamules	 and	 brownish	 orange	 (6C5/OAC652)	 or	
light	brown	(6D5/OAC659)	elsewhere,	not	hygrophanous,	not	
striate,	appressed-	 to	slightly	 recurved-squamulose	all	over;	
margin initially incurved, becoming decurved to almost reflexed 
with	 age,	 finely	 appendiculate,	 crenate	 or	 somewhat	wavy.	
Lamellae	adnexed,	crowded,	yellowish	white	(4A2/OAC815)	
when	 very	 young,	 becoming	greyish	 yellow	 (4B4/OAC806),	
up	to	2	mm	wide,	with	lamellulae	of	3	lengths;	edge	crenate,	
concolorous	with	the	sides.	Stipe	39–120	×	2–4	mm,	central,	
terete, or slightly compressed, tapering towards the base, 
hollow,	slightly	flexuous	towards	the	base,	insititious;	surface	
concolorous with the pileus, appressed- to slightly recurved-
squamulose	all	over,	densely	so	towards	the	apex;	base	deeply	
rooted.	Rhizomorphs	absent.	Context up to 2 mm thick, yel-





Basidioles 28–48	×	 6–12	µm,	 abundant,	 fusoid	 or	 clavate,	
thin-walled,	hyaline.	Lamella	edge	sterile	with	copious	cheilo-
cystidia.	Cheilocystidia	22–65	×	7–19	µm,	versiform:	oblong,	 
clavate, cylindrical, cylindrical with a median constriction, 
flexuous, nodulose-diverticulate, sometimes capitate, thin- to 
slightly	 thick-walled,	 hyaline	 or	 pale	 yellow.	Pleurocystidia 
absent.	Lamellar trama	 subregular;	 hyphae	3–12	µm	wide,	
thin-walled,	 hyaline	 or	 pale	 yellow,	 inamyloid.	Pileus trama 
subregular	to	interwoven;	hyphae	6–15	µm	wide,	thick-walled	
(up	to	2	µm	thick),	with	a	pale	yellow	wall	pigment,	dextrinoid.	




unbranched, cylindrical or sinuous-cylindrical with an obtuse 
apex,	thick-walled	(up	to	2	µm	thick),	with	a	yellowish	brown	
wall	pigment,	dextrinoid,	yellowish	brown	in	KOH.	Stipitipellis 











	 Habit,	Habitat	&	Distribution — In dense caespitose clusters 
or in small groups, attached to the bark at the base of a living 
Mytragyna parviflora tree as well as deeply rooted in the nearby 
soil.	Known	only	from	the	type	locality	in	Kerala	State,	India.
 Typus. india,	Kerala	State,	Wayanad	District,	Tholpetty,	Wayanad	Wildlife	




hairs on both the pileipellis and the stipitipellis and subglobose 
basidiospores indicate that the present species belongs to 
Crinipellis sect.	Crinipellis	subsect.	Macrosphaerigerae	(Singer	
1976,	1986).	The	key	to	 the	species	of	Crinipellis by Singer 
(1953)	 leads	C. odorata into C. macrosphaerigera,	a	Brazil-
ian species, as both species have somewhat similar pileus 
surfaces, adnexed lamellae, subglobose basidiospores, versi-
form	cheilocystidia	and	association	with	living	trees.	However,	
C. macrosphaerigera has smaller basidiomata with a straw-
coloured pileus and stipe, distant lamellae, larger basidiospores 
(12.5–14	×	9.5–11.5	µm),	a	heterogeneous	lamella	edge	and	
an	indistinct	odour.	Crinipellis podocarpi, a species originally 
described	from	Argentina	(Singer	1976)	and	subsequently	from	
Mexico	(Bandala	et	al. 2012)	and	belonging	to	sect.	Crini pellis of 
subsect.	Stipitarinae, seems to be somewhat close to C. odorata 
in	having	basidiospores	of	almost	similar	size	and	shape.	How-
ever, C. podocarpi differs in all other macro- and microscopic 
characters. Comparison	of	the	ITS	sequence	(CAL	1240:	754	
bp)	generated	from	C. odorata with the nucleotide sequences 
of taxa available in GenBank suggest that C. odorata has a 
distinct	ITS	sequence.	In	a	megablast	search	of	the	GenBank	
database	using	ITS	sequence	of	the	species,	the	closest	hit	
was C. floccosa	 (GenBank	KJ698642;	 Identities	=	 685/762	
(90	%),	Gaps	=	32/762	(4	%))	followed	by	C. zonata (GenBank	
FJ167659;	Identities	=	662/741	(89	%),	Gaps	=	35/741	(4	%)).	
Crinipellis floccosa, a species recently described from China 
(Xia et	al. 2015),	shares	a	few	features	such	as	a	reddish	brown,	
squamulose pileus, somewhat similarly-coloured lamellae, 
similar-sized	basidiospores	((5.5–)6–8	×	4–4.5(–5)),	some-
what	similar-sized	cheilocystidia,	the	absence	of	pleurocystidia	
and a similar pileipellis structure with C. odorata.	Crinipellis 
floccosa is distinguished, however, by its smaller basidiomata, 
free lamellae with a denticulate margin, a differently-coloured, 
equal, tomentose-pilose stipe, ellipsoid to broadly ellipsoid or 
somewhat amygdaliform basidiospores, scattered cheilocysti-
dia, the hairs of both the pileus and stipe exhibit greenish yellow 




colour, crowded lamellae, somewhat similar morphology of 
cheilocystidia, lamellae devoid of pleurocystidia, similar pileipel-
lis	and	stipitipellis	 structure	and	clamped	hyphae.	However,	 
C. zonata has smaller basidiomata, a tomentose pileus with 
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Corynascus citrinus Giraldo & Crous, sp. nov.
 Etymology. From	Latin	citrinus, citrine or lemon-yellow, referring to the 
yellow	pigment	produced	in	vitro.
	 Classification	—	Chaetomiaceae, Sordariales, Sordariomy­
cetes.
Ascomata cleistothecial, submerged or embedded in the aerial 
mycelium,	spherical,	brown,	44–83	μm	diam,	surface	of	textura 
epidermoidea,	striated.	Paraphyses absent. Asci evanescent, 
subglobose, unitunicate, thin-walled. Ascospores unicellular, 
broadly fusiform, thick- and smooth-walled, with germ pores 
at	both	ends,	9–12	×	6–8	μm,	hyaline	becoming	brown	when	
mature. Conidiophores	absent	or	poorly	differentiated.	Conidia 













KX228351.1,	rpb2	sequence	GenBank	KX262668,	tef1 sequence GenBank 
KX262669,	MycoBank	MB816971).
	 Notes	—	The	genus	Corynascus	(Chaetomiaceae, Sordari­
ales),	 previously	 considered	 as	 synonym	of	Myceliophthora 
(Van	den	Brink	et	al.	2012),	was	recently	resurrected	by	Marin-
Felix	et	al.	(2015).	Currently,	Corynascus	contains	five	species	
apart from C. citrinus, which are commonly isolated from soil 
and characterised by their mesophilic habitat, ascomata cleis-
tothecial of textura epidermoidea, ascospores with a germ 
pore at each end, and a myceliophthora-like asexual morph 
(Guarro	et	al.	2012). Corynascus citrinus is phylogenetically 
closely related to C. sexualis and C. fumimontanus but can be 
morphologically distinguished from the former species by the 
presence of the asexual morph in culture, and from the latter 




















Accession	numbers	of	ITS,	tef1 and rpb2 sequences retrieved 
from	GenBank	are	in	parentheses.
 Corynascus verrucosus CBS 135878 (LK932695, LK932718, LK932734)
 Corynascus verrucosus CBS 137791 (LK932699, LK932717, LK932732)
 Corynascus verrucosus IMI 378522T  (AJ224203, LK932723, LK932726)
 Corynascus sepedonium CBS 632.67 (HQ871759, HQ871744, HQ871830)
 Corynascus sepedonium IMI 378521 (AJ224201, LK932715, LK932730)
 Corynascus sepedonium CBS 111.69T (HQ871751, HQ871734, HQ871827)
 Corynascus novoguineensis NBRC 9556 (LK932698, LK932716, LK932731)
 Corynascus novoguineensis CBS 359.72T (HQ871762, HQ871733, HQ871838)
 Corynascus citrinus BCC 79098T 
 Corynascus sexualis IMI 378520T (AJ224202, LK932714, LK932729)
 Corynascus fumimontanus CBS 137294T (LK932694, LK932719, LK932733)
 Myceliophthora lutea MUCL 10071 (LK932702, LK932711, LK932725)
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Fungal	Planet	466	–	4	July	2016
Brunneocarpos Giraldo & Crous, gen. nov.	
 Etymology. Brunneus	(Latin)	=	brown,	and	carpos	(Greek)	=	fruit.
	 Classification	—	Mycocaliciaceae, Mycocaliciales, Eurotio­
mycetes.
Ascomata apothecial, stipitate, growing intermingled among the 
floral bracts on Banksia	cones. Stipe straight or flexuous, mostly 
branched.	Capitulum	 brown,	 globose	 to	 subglobose.	Para­
physes	not	observed.	Asci	8-spored,	cylindrical,	unitunicate.	
Ascospores uniseriate, ellipsoidal to slightly fusiform, clavate, 
1-celled,	brown,	smooth-walled.	Mycelium consisting of sep-
tate,	hyaline,	smooth-	and	thin-walled	hyphae.	Asexual morph 
producing dictyochlamydospores in chains, subhyaline, thick-
walled,	lateral	or	terminal.
 Type species.	Brunneocarpos banksiae Giraldo	&	Crous.
	 MycoBank	MB816972.
Brunneocarpos banksiae Giraldo & Crous, sp. nov.
 Etymology. Name reflects the host genus Banksia, from which the species 
was	isolated.
Ascomata apothecial, stipitate, growing intermingled among 
the floral bracts on Banksia attenuata	cones.	Stipe dark brown, 
shiny, flexuous, mostly branched two or three times at the apex, 
1–2	mm	long,	50–85	µm	wide.	Capitulum dark brown, globose 
to subglobose with a funnel-shaped base, covered by hyaline 
mycelium	when	older,	150–285	×	125–206	µm.	Paraphyses 
not	observed.	Asci	8-spored,	cylindrical,	unitunicate,	30–34	× 
4–5	µm.	Ascospores uniseriate, ellipsoidal to slightly fusiform, 
clavate,	 1-celled,	 brown,	 thick-	 and	 smooth-walled,	 4.5–7	× 
2–3.5	µm.	Mycelium consisting of septate, hyaline, smooth- and 
thin-walled	hyphae,	1.5–2	µm	diam.	Conidiophores absent or 
poorly	differentiated.	Dictyochlamydospores in chains, sessile 





 Typus. australia,	Western	Australia,	 S34°22'19.4"	 E118°1'33.6",	 on	





pos banksiae belongs to Mycocaliciaceae (Mycocaliciales) 
where	four	genera	are	currently	accepted;	Chaenothecopsis, 
Phaeocalicium, Mycocalicium and Stenocybe.	All	produce	apo- 
thecioid ascomata, usually with a tiny stalk and brown as-
cospores	 (Tuovila	 et	 al.	 2011).	These	genera	 harbour	 resi- 
niculous species, growing directly on exudate and/or on exu-
date-impregnated wood of different hosts, including Acer	(Sapin­ 
daceae),	Mangifera	(Anacardiaceae),	Khaya (Meliaceae),	Abies 
(Pinaceae),	Picea, Tsuga and Tilia	(Malvaceae)	(Rikkinen	2003,	
Tuovila	et	al.	2011)	and	known	species	are	lignicolous,	algicol-
ous	or	 lichenicolous	(Tuovila	et	al.	2014).	So	far	no	species	
from these genera have been reported growing on Banksia, 
Species growing in axenic culture produce a phialophora-like 
(Chaenothecopsis shefflerae)	or	coelomycetous	asexual	morph	
(Tibell	 1991,	Tibell	&	Vinuesa	2005),	 and	 in	 some	cases,	 a	
hyphomycetous asexual morph with ramoconidia in acropetal 
chains	(C. haematopus)	(Tibell	&	Constantinescu	1991).	This	
morphological character differs from the new taxon proposed 
here, which produces a chlamydospore-like asexual morph 
in	culture.
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Fungal	Planet	467	–	4	July	2016
Cercophora vinosa A.N.	Mill.	&	J.	Fourn.,	sp. nov.
 Etymology.	The	specific	epithet	refers	to	the	purple	colour	in	the	outermost	
layer	of	the	ascomal	wall.
	 Classification	—	Lasiosphaeriaceae, Sordariales, Sordario­
mycetes.
Ascomata subglobose to broadly obpyriform with a stout conical 
to	hemispherical	neck,	420–670	µm	diam	×	420–650	µm	high,	
erumpent through a thick, felty yellowish grey subiculum spread-
ing widely over the substrate, gregarious to loosely clustered, 
more	rarely	 in	contact;	underlying	wood	discoloured	greyish	
brown	or	unaltered,	not	stained	purple;	subiculum	encrusted	
with sand particles, composed of pale brown, septate hyphae 
1.5–3.5	µm	wide,	thin-	to	moderately	thick-walled;	neck	papil-
late, broadly conical to rounded, sometimes undifferentiated, 
80–170	 µm	high,	 ostiolate,	 black,	 roughened	 or	 obscurely	
sulcate.	Ascomatal wall	34–56	µm	thick	on	sides	and	at	base	
in longitudinal section, slightly thicker at apex, roughened, dark 
purple gradually turning blackish, pseudoparenchymatous, 
leathery,	3-layered:	outermost	layer	10–15	µm	thick,	present	
on upper half of ascomata, fugacious, composed of several 
rows of thin-walled, hyaline, angular cells containing a purple 
substance	 that	slightly	 fades	 in	10	%	KOH	and	dissolves	 in	
chloral-lactophenol;	middle	layer	20–30	µm	thick,	composed	
of independent clusters of subcarbonaceous opaque cells, 
breaking into small angular plaques upon pressure but lacking a 

























walled,	hyaline	to	pale	brown.	Conidiogenous cells phialides, 
commonly produced from pale brown hyphae as single termi-
nal or several lateral phialides, delimited by a basal septum, 
monophialidic	or	polyphialidic,	cylindrical	to	obpyriform,	9–18	× 
2.5–4	µm	at	widest	part,	mostly	pale	brown,	constricted	below	


















 Other material examined.	france, Ariège,	Montségur,	Le	Lasset	stream	
flowing	at	the	village,	880–890	m	elev.,	on	submerged	decorticated	wood	of	





	 Notes	—	Cercophora vinosa is distinguished by its asco-
mata that possess a distinct purplish colour in the outermost 
wall layer, asci with a double ring but lack a subapical globule, 
long ascospores with lash-like appendages and aquatic habi-
tat.	Only	two	other	species	of	Cercophora are known to have 
violet-coloured ascomata, C. septentrionalis and C. caerulea.	
Although these species also possess asci with a double ring 
but no subapical globule and ascospores with long, lash-like 
appendages,	both	have	shorter	ascospores	(38–43	µm	and	
43–48	µm,	respectively)	and	occur	on	dung.	The	ascomata	in	 
C. septentrionalis are covered by brown, flexuous hairs, where-
as a distinct dark purple to blackish blue subiculum surrounds 
the ascomata in C. caerulea	 (Lundqvist	 1972).	Cercophora 
vinosa occurs in a well-supported clade with C. solaris in which 




Ariège	 region	 of	 south-western	France;	 ascomata	 and	ascomal	 section,	
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Conidiogenous cells cylindrical, sympodial, polytretic, with dark 
scars,	 terminal	 and	 intercalary,	 brown.	Conidia straight or 
curved, cylindrical to obclavate, pale brown to brown, apex sub-
hyaline, verruculose-walled, with a thick, dark brown, truncate 
scar	at	the	base,	septate.	Sexual morph	unknown.
 Type species.	Uwemyces elaeidis Hern.-Restr.,	G.A.	Sarria	&	Crous.
	 MycoBank	MB816986.
Uwemyces elaeidis (Steyaert) Hern.-Restr.,	G.A.	Sarria	&	Crous,	comb. nov.
 Basionym.	Cercospora elaeidis	Steyaert,	Bull.	Soc.	Roy.	Bot.	Belgique	
80:	35.	1948;	as	‘elaedis’.




simple, dark brown at the base and subhyaline at the apex, 
96.5–188	×	6–9	µm.	Conidiogenous cells cylindrical, sympo-
dial, with dark brown scars, terminal and intercalary, brown, 







buff in the centre and velvety, olivaceous black towards the 
periphery,	margin	fimbriate;	reverse	black.	On	MEA,	reaching	
7	mm	diam	after	4	wk	at	25	°C	in	the	dark.	Convex	with	papil-
late surface, centre vinaceous buff, periphery olivaceous black, 
margin	lobed;	reverse	black.
 Specimen examined.	coloMbia,	 Barrancabermeja,	CENIPALMA,	 on	





Cercospora and it is not congeneric with Pseudospiropes where 
it	was	tentatively	placed	(Steyaert	1948,	Deighton	1985).	Our	
molecular result suggests that Uwemyces elaeidis is related to 
members of Mycosphaerellaceae, and represents a different ge-
nus	in	this	family.	This	species	has	wide	distribution	and	seems	
to be restricted to Elaeis guineensis, Arecaceae	(Braun	et	al.	
2014).	Unfortunately,	it	was	not	possible	to	propose	a	formal	
neotypification,	since	the	geographical	origin	of	the	specimen	
examined was not the same as described in the protologue 
(Democratic	Republic	of	the	Congo,	Kodoro).















=	 8/860	 (0	%))	 and	Acervuloseptoria ziziphicola (GenBank	
KJ869221;	Identities	=796/828	(96	%),	Gaps	=	8/828	(0	%)).
 rpb2.	Based	on	a	megablast	search	of	NCBIs	GenBank	nu-
cleotide database, the closest hits using the rpb2 sequences are 




and Pseudocercospora atromarginalis	 (GenBank	JX902006;	
Identities	=	205/245	(84	%),	Gaps	=	4/245	(1	%)).
 Colour illustrations.	Elaeis oleifera	palm	tree	in	CENIPALMA	Colombia;	
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